SEQUENCE LISTING 



new sequence listing.txt 



<110> KEITH, TIM 

LITTLE, RANDALL 
VAN EERDEWEGH, PAUL 
DUPUIS, JOSEE 
DEL MASTRO, RICHARD 
SIMON, JASON 
ALLEN, KRISTINA 
PANDIT, SUNIL 

<120> ANTIBODIES AND COMPOSITIONS TO A RESPIRATORY DISEASE AND OBESITY 
RELATED PROTEIN 

<130> 2976-4039US3 

<140> 10/670,184 
<141> 2003-09-24 

<150> 09/548,797 
<151> 2000-04-13 

<150> 60/129,391 
<151> 1999-04-13 

<160> 193 

<170> Patentln version 3.3 



<210> 1 

<211> 3271 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (2241) 

<400> 1 

atg ggc tgg agg ccc egg aga get egg 
Met Gly Trp Arg Pro Arg Arg Ala Arg 
1 5 

eta eta ctg ctg ctg etc tgg cca gtg 
Leu Leu Leu Leu Leu Leu Trp Pro Val 

20 25 

gga cat ate cct ggg cag cca gtc acc 
Gly His lie Pro Gly Gin Pro Val Thr 
35 40 



ggg acc ccg ttg ctg ctg ctg 48 
Gly Thr Pro Leu Leu Leu Leu 
10 15 

cca ggc gee ggg gtg ctt caa 96 
Pro Gly Ala Gly Val Leu Gin 

30 

ccg cac tgg gtc ctg gat gga 144 
Pro His Trp Val Leu Asp Gly 
45 



caa ccc tgg cgc acc gtc age ctg gag gag ccg gtc teg aag cca gac 192 

Gin Pro Trp Arg Thr Val Ser Leu Glu Glu Pro Val Ser Lys Pro Asp 
50 55 60 

atg ggg ctg gtg gec ctg gag get gaa ggc cag gag etc ctg ctt gag 240 

Met Gly Leu Val Ala Leu Glu Ala Glu Gly Gin Glu Leu Leu Leu Glu 

65 70 75 80 

ctg gag aag aac cac agg ctg ctg gec cca gga tac ata gaa acc cac 288 

Leu Glu Lys Asn His Arg Leu Leu Ala Pro Gly Tyr lie Glu Thr His 

85 90 95 

tac ggc cca gat ggg cag cca gtg gtg ctg gec ccc aac cac acg gat 336 

Tyr Gly Pro Asp Gly Gin Pro Val Val Leu Ala Pro Asn His Thr Asp 
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new sequence listing.txt 
100 105 110 

cat tgc cac tac caa ggg cga gta agg ggc ttc ccc gac tec tgg gta 384 
His Cys His Tyr Gin Gly Arg Val Arg Gly Phe Pro Asp Ser Trp Val 
115 120 125 

gtc etc tgc acc tgc tct ggg atg agt ggc ctg ate acc etc age agg 432 
Val Leu Cys Thr Cys Ser Gly Met Ser Gly Leu lie Thr Leu Ser Arg 
130 135 140 

aat gee age tat tat ctg cgt ccc tgg cca ccc egg ggc tec aag gac 480 
Asn Ala Ser Tyr Tyr Leu Arg Pro Trp Pro Pro Arg Gly Ser Lys Asp 
145 150 ' 155 160 

ttc tea acc cac gag ate ttt egg atg gag cag ctg etc acc tgg aaa 528 
Phe Ser Thr His Glu lie Phe Arg Met Glu Gin Leu Leu Thr Trp Lys 
165 170 175 

gga acc tgt ggc cac agg gat cct ggg aac aaa gcg ggc atg acc age 576 
Gly Thr Cys Gly His Arg Asp Pro Gly Asn Lys Ala Gly Met Thr Ser 
180 185 190 

ctt cct ggt ggt ccc cag age agg ggc agg cga gaa gcg cgc agg acc 624 
Leu Pro Gly Gly Pro Gin Ser Arg Gly Arg Arg Glu Ala Arg Arg Thr 
195 200 205 

egg aag tac ctg gaa ctg tac att gtg gca gac cac acc ctg ttc ttg 672 
Arg Lys Tyr Leu Glu Leu Tyr lie Val Ala Asp His Thr Leu Phe Leu 
210 215 220 

act egg cac cga aac ttg aac cac acc aaa cag cgt etc ctg gaa gtc 720 
Thr Arg His Arg Asn Leu Asn His Thr Lys Gin Arg Leu Leu Glu Val 
225 230 235 240 

gec aac tac gtg gac cag ctt etc agg act ctg gac att cag gtg gcg 768 
Ala Asn Tyr Val Asp Gin Leu Leu Arg Thr Leu Asp lie Gin Val Ala 
245 250 255 

ctg acc ggc ctg gag gtg tgg acc gag egg gac cgc age cgc gtc acg 816 
Leu Thr Gly Leu Glu Val Trp Thr Glu Arg Asp Arg Ser Arg Val Thr 
260 265 270 

cag gac gec aac gec acg etc tgg gee ttc ctg cag tgg cgc egg ggg 864 
Gin Asp Ala Asn Ala Thr Leu Trp Ala Phe Leu Gin Trp Arg Arg Gly 
275 280 285 

ctg tgg gcg cag egg ccc cac gac tec gcg cag ctg etc acg ggc cgc 912 
Leu Trp Ala Gin Arg Pro His Asp Ser Ala Gin Leu Leu Thr Gly Arg 
290 295 300 

gec ttc cag ggc gec aca gtg ggc ctg gcg ccc gtc gag ggc atg tgc 960 
Ala Phe Gin Gly Ala Thr Val Gly Leu Ala Pro Val Glu Gly Met Cys 
305 310 315 320 

cgc gec gag age teg gga ggc gtg age acg gac cac teg gag etc ccc 1008 
Arg Ala Glu Ser Ser Gly Gly Val Ser Thr Asp His Ser Glu Leu Pro 

325 330 335 

ate ggc gee gca gec acc atg gee cat gag ate ggc cac age etc ggc 1056 
He Gly Ala Ala Ala Thr Met Ala His Glu He Gly His Ser Leu Gly 
340 345 350 

etc age cac gac ccc gac ggc tgc tgc gtg gag get gcg gec gag tec 1104 
Leu Ser His Asp Pro Asp Gly Cys Cys Val Glu Ala Ala Ala Glu Ser 
355 360 365 
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new sequence listing.txt 

gga ggc tgc gtc atg get gcg gec acc ggg cac ccg ttt ccg cgc gtg 1152 

Gly Gly Cys Val Met Ala Ala Ala Thr Gly His Pro Phe Pro Arg Val 

370 375 380 

ttc age gec tgc age cgc cgc cag ctg cgc gec ttc ttc cgc aag ggg 1200 

Phe Ser Ala Cys Ser Arg Arg Gin Leu Arg Ala Phe Phe Arg Lys Gly 

385 390 395 400 

ggc ggc get tgc etc tec aat gee ccg gac ccc gga etc ccg gtg ccg 1248 

Gly Gly Ala Cys Leu Ser Asn Ala Pro Asp Pro Gly Leu Pro Val Pro 

405 410 415 

ccg gcg etc tgc ggg aac ggc ttc gtg gaa gcg ggc gag gag tgt gac 1296 

Pro Ala Leu Cys Gly Asn Gly Phe Val Glu Ala Gly Glu Glu Cys Asp 

420 425 430 

tgc ggc cct ggc cag gag tgc cgc gac etc tgc tgc ttt get cac aac 1344 

Cys Gly Pro Gly Gin Glu Cys Arg Asp Leu Cys Cys Phe Ala His Asn 

435 440 445 

tgc teg ctg cgc ccg ggg gec cag tgc gec cac ggg gac tgc tgc gtg 1392 

Cys Ser Leu Arg Pro Gly Ala Gin Cys Ala His Gly Asp Cys Cys Val 

450 455 460 

cgc tgc ctg ctg aag ccg get gga gcg ctg tgc cgc cag gec atg ggt 1440 

Arg Cys Leu Leu Lys Pro Ala Gly Ala Leu Cys Arg Gin Ala Met Gly 

465 470 475 480 

gac tgt gac etc cct gag ttt tgc acg ggc acc tec tec cac tgt ccc 1488 

Asp Cys Asp Leu Pro Glu Phe Cys Thr Gly Thr Ser Ser His Cys Pro 

485 490 495 

cca gac gtt tac eta ctg gac ggc tea ccc tgt gee agg ggc agt ggc 1536 

Pro Asp Val Tyr Leu Leu Asp Gly Ser Pro Cys Ala Arg Gly Ser Gly 

500 505 510 

tac tgc tgg gat ggc gca tgt ccc acg ctg gag cag cag tgc cag cag 1584 

Tyr Cys Trp Asp Gly Ala Cys Pro Thr Leu Glu Gin Gin Cys Gin Gin 

515 520 525 

etc tgg ggg cct gat ggc cag gaa gtg act tgt egg gga gee ttg gca 1632 

Leu Trp Gly Pro Asp Gly Gin Glu Val Thr Cys Arg Gly Ala Leu Ala 

530 535 540 

etc ccc agt gec cag ctg gac ctg ctt ggc ctg ggc ctg gta gag cca 1680 

Leu Pro Ser Ala Gin Leu Asp Leu Leu Gly Leu Gly Leu Val Glu Pro 

545 550 555 560 

ggc acc cag tgt gga cct aga atg gtg tgc cag age agg cgc tgc agg 1728 

Gly Thr Gin Cys Gly Pro Arg Met Val Cys Gin Ser Arg Arg Cys Arg 

565 570 575 

aag aat gec ttc cag gag ctt cag cgc tgc ctg act gee tgc cac age 1776 

Lys Asn Ala Phe Gin Glu Leu Gin Arg Cys Leu Thr Ala Cys His Ser 

580 585 590 

cac ggg gtt tgc aat age aac cat aac tgc cac tgt get cca ggc tgg 1824 

His Gly Val Cys Asn Ser Asn His Asn Cys His Cys Ala Pro Gly Trp 

595 600 605 

get cca ccc ttc tgt gac aag cca ggc ttt ggt ggc age atg gac agt 1872 

Ala Pro Pro Phe Cys Asp Lys Pro Gly Phe Gly Gly Ser Met Asp Ser 

610 615 620 

ggc cct gtg cag get gaa aac cat gac acc ttc ctg ctg gec atg etc 1920 

Gly Pro Val Gin Ala Glu Asn His Asp Thr Phe Leu Leu Ala Met Leu 
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625 



630 



new sequence listing.txt 

635 640 



etc age gtc ctg ctg cct ctg etc cca ggg gec ggc ctg gec tgg tgt 1968 
Leu Ser Val Leu Leu Pro Leu Leu Pro Gly Ala Gly Leu Ala Trp Cys 
645 650 655 

tgc tac cga etc cca gga gec cat ctg cag cga tgc age tgg ggc tgc 2016 
Cys Tyr Arg Leu Pro Gly Ala His Leu Gin Arg Cys Ser Trp Gly Cys 
660 665 670 

aga agg gac cct gcg tgc agt ggc ccc aaa gat ggc cca cac agg gac 2064 
Arg Arg Asp Pro Ala Cys Ser Gly Pro Lys Asp Gly Pro His Arg Asp 
675 ' 680 " 685 

cac ccc ctg ggc ggc gtt cac ccc atg gag ttg ggc ccc aca gec act 2112 
His Pro Leu Gly Gly Val His Pro Met Glu Leu Gly Pro Thr Ala Thr 
690 695 700 

gga cag ccc tgg ccc ctg gac cct gag aac tct cat gag ccc age age 2160 
Gly Gin Pro Trp Pro Leu Asp Pro Glu Asn Ser His Glu Pro Ser Ser 
705 710 715 720 

cac cct gag aag cct ctg cca gca gtc teg cct gac ccc caa gca gat 2208 
His Pro Glu Lys Pro Leu Pro Ala Val Ser Pro Asp Pro Gin Ala Asp 
725 730 735 

caa gtc cag atg cca aga tec tgc etc tgg tga gaggtagctc ctaaaatgaa 2261 
Gin Val Gin Met Pro Arg Ser Cys Leu Trp 
740 745 

cagatttaaa gacaggtggc cactgacagc cactccagga acttgaactg caggggcaga 2321 
gccagtgaat caccggacct ccagcacctg caggcagctt ggaagtttct tccccgagtg 2381 
gagcttcgac ccacccactc caggaaccca gagecacatt agaagttcct gagggctgga 2441 
gaacactget gggcacactc tccagctcaa taaaccatca gtcccagaag caaaggtcac 2501 
acagcccctg acctccctca ccagtggagg ctgggtagtg ctggccatcc caaaagggct 2561 
ctgtcctggg agtctggtgt gtctcctaca tgeaatttec acggacccag ctctgtggag 2621 
ggcatgactg ctggccagaa gctagtggtc ctggggccct atggttcgac tgagtccaca 2681 
ctcccctgca gcctggctgg cctctgcaaa caaacataat tttggggacc ttccttcctg 2741 
tttcttccca ccctgtcttc tcccctaggt ggttcctgag cccccacccc caatcccagt 2801 
gctacacctg aggttctgga gctcagaatc tgacagcctc tcccccattc tgtgtgtgtc 2861 
ggggggacag agggaaccat ttaagaaaag ataccaaagt agaagtcaaa agaaagacat 2921 
gttggctata ggcgtggtgg ctcatgccta taatcccagc actttgggaa geeggggtag 2981 
gaggatcacc agaggecagg aggtccacac cagcctgggc aacacagcaa gacaccgcat 3041 
ctacagaaaa attttaaaat tagctgggcg tggtggtgtg tacctgtagg cctagctgct 3101 
caggaggctg aagcaggagg atcacttgag cctgagttca acactgeagt gagctatggt 3161 
ggcaccactg cactccagcc tgggtgacag agcaagaccc tgtctctaaa ataaatttta 3221 
aaaagacata ttaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 3271 



<210> 2 

<211> 3390 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (2364) 

<400> 2 

atg ggc tgg agg ccc egg aga get 
Met Gly Trp Arg Pro Arg Arg Ala 

1 5 

eta eta ctg ctg ctg etc tgg cca 
Leu Leu Leu Leu Leu Leu Trp Pro 

20 



c 99 acc cc 9 ttg ctg ctg ctg 48 

Arg Gly Thr Pro Leu Leu Leu Leu 
10 15 

gtg cca ggc gec ggg gtg ctt caa 96 

Val Pro Gly Ala Gly Val Leu Gin 
25 30 
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new sequence listing.txt 



gga cat ate cct ggg cag cca gtc acc ccg cac tgg gtc ctg gat gga 
Gly His lie Pro Gly Gin Pro Val Thr Pro His Trp Val Leu Asp Gly 



caa ccc tgg cgc acc gtc age ctg gag gag ccg gtc teg aag cca gac 
Gin Pro Trp Arg Thr Val Ser Leu Glu Glu Pro Val Ser Lys Pro Asp 



atg ggg ctg gtg gec ctg gag get gaa ggc cag gag etc ctg ctt gag 
Met Gly Leu Val Ala Leu Glu Ala Glu Gly Gin Glu Leu Leu Leu Glu 



ctg gag aag aac cac agg ctg ctg gec cca gga tac ata gaa acc cac 
Leu Glu Lys Asn His Arg Leu Leu Ala Pro Gly Tyr lie Glu Thr His 



tac ggc cca gat ggg cag cca gtg gtg ctg gec ccc aac cac acg gat 

Tyr Gly Pro Asp Gly Gin Pro Val Val Leu Ala Pro Asn His Thr Asp 

100 105 110 

cat tgc cac tac caa ggg cga gta agg ggc ttc ccc gac tec tgg gta 

His Cys His Tyr Gin Gly Arg Val Arg Gly Phe Pro Asp Ser Trp Val 

115 120 125 

gtc etc tgc acc tgc tct ggg atg agt ggc ctg ate acc etc age agg 

Val Leu Cys Thr Cys Ser Gly Met Ser Gly Leu lie Thr Leu Ser Arg 

130 135 140 

aat gee age tat tat ctg cgt ccc tgg cca ccc egg ggc tec aag gac 

Asn Ala Ser Tyr Tyr Leu Arg Pro Trp Pro Pro Arg Gly Ser Lys Asp 

145 150 155 160 

ttc tea acc cac gag ate ttt egg atg gag cag ctg etc acc tgg aaa 

Phe Ser Thr His Glu lie Phe Arg Met Glu Gin Leu Leu Thr Trp Lys 

165 " 170 175 

gga acc tgt ggc cac agg gat cct ggg aac aaa gcg ggc atg acc age 

Gly Thr Cys Gly His Arg Asp Pro Gly Asn Lys Ala Gly Met Thr Ser 

180 185 190 

ctt cct ggt ggt ccc cag age agg ggc agg cga gaa gcg cgc agg acc 

Leu Pro Gly Gly Pro Gin Ser Arg Gly Arg Arg Glu Ala Arg Arg Thr 

195 200 205 

egg aag tac ctg gaa ctg tac att gtg gca gac cac acc ctg ttc ttg 

Arg Lys Tyr Leu Glu Leu Tyr lie Val Ala Asp His Thr Leu Phe Leu 

210 215 220 

act egg cac cga aac ttg aac cac acc aaa cag cgt etc ctg gaa gtc 

Thr Arg His Arg Asn Leu Asn His Thr Lys Gin Arg Leu Leu Glu Val 

225 230 235 240 

gec aac tac gtg gac cag ctt etc agg act ctg gac att cag gtg gcg 

Ala Asn Tyr Val Asp Gin Leu Leu Arg Thr Leu Asp lie Gin Val Ala 

245 250 255 

ctg acc ggc ctg gag gtg tgg acc gag egg gac cgc age cgc gtc acg 

Leu Thr Gly Leu Glu Val Trp Thr Glu Arg Asp Arg Ser Arg Val Thr 

260 265 270 

cag gac gec aac gec acg etc tgg gec ttc ctg cag tgg cgc egg ggg 

Gin Asp Ala Asn Ala Thr Leu Trp Ala Phe Leu Gin Trp Arg Arg Gly 

275 280 285 



ctg tgg gcg cag egg ccc cac gac tec gcg cag ctg etc acg ggc cgc 912 
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new sequence listing.txt 
Leu Trp Ala Gin Arg Pro His Asp Ser Ala Gin Leu Leu Thr Gly Arg 

290 295 300 



gcc ttc cag ggc gcc aca gtg ggc ctg gcg ccc gtc gag ggc atg tgc 960 

Ala Phe Gin Gly Ala Thr Val Gly Leu Ala Pro Val Glu Gly Met Cys 

305 310 315 320 

cgc gcc gag age teg gga ggc gtg age acg gac cac teg gag etc ccc 1008 

Arg Ala Glu Ser Ser Gly Gly Val Ser Thr Asp His Ser Glu Leu Pro 

325 330 335 

ate ggc gcc gca gcc acc atg gcc cat gag ate ggc cac age etc ggc 1056 

He Gly Ala Ala Ala Thr Met Ala His Glu He Gly His Ser Leu Gly 

340 345 350 

etc age cac gac ccc gac ggc tgc tgc gtg gag get gcg gcc gag tec 1104 

Leu Ser His Asp Pro Asp Gly Cys Cys Val Glu Ala Ala Ala Glu Ser 

355 360 365 

gga ggc tgc gtc atg get gcg gcc acc ggg cac ccg ttt ccg cgc gtg 1152 

Gly Gly Cys Val Met Ala Ala Ala Thr Gly His Pro Phe Pro Arg Val 

370 375 380 

ttc age gcc tgc age cgc cgc cag ctg cgc gcc ttc ttc cgc aag ggg 1200 

Phe Ser Ala Cys Ser Arg Arg Gin Leu Arg Ala Phe Phe Arg Lys Gly 

385 390 395 400 

ggc ggc get tgc etc tec aat gcc ccg gac ccc gga etc ccg gtg ccg 1248 

Gly Gly Ala Cys Leu Ser Asn Ala Pro Asp Pro Gly Leu Pro Val Pro 

405 410 415 

ccg gcg etc tgc ggg aac ggc ttc gtg gaa gcg ggc gag gag tgt gac 1296 

Pro Ala Leu Cys Gly Asn Gly Phe Val Glu Ala Gly Glu Glu Cys Asp 

420 425 430 

tgc ggc cct ggc cag gag tgc cgc gac etc tgc tgc ttt get cac aac 1344 

Cys Gly Pro Gly Gin Glu Cys Arg Asp Leu Cys Cys Phe Ala His Asn 

435 440 445 

tgc teg ctg cgc ccg ggg gcc cag tgc gcc cac ggg gac tgc tgc gtg 1392 

Cys Ser Leu Arg Pro Gly Ala Gin Cys Ala His Gly Asp Cys Cys Val 

450 455 460 

cgc tgc ctg ctg aag ccg get gga gcg ctg tgc cgc cag gcc atg ggt 1440 

Arg Cys Leu Leu Lys Pro Ala Gly Ala Leu Cys Arg Gin Ala Met Gly 

465 470 475 480 

gac tgt gac etc cct gag ttt tgc acg ggc acc tec tec cac tgt ccc 1488 

Asp Cys Asp Leu Pro Glu Phe Cys Thr Gly Thr Ser Ser His Cys Pro 

485 490 495 

cca gac gtt tac eta ctg gac ggc tea ccc tgt gcc agg ggc agt ggc 1536 

Pro Asp Val Tyr Leu Leu Asp Gly Ser Pro Cys Ala Arg Gly Ser Gly 

500 505 510 

tac tgc tgg gat ggc gca tgt ccc acg ctg gag cag cag tgc cag cag 1584 

Tyr Cys Trp Asp Gly Ala Cys Pro Thr Leu Glu Gin Gin Cys Gin Gin 

515 ' 520 525 

etc tgg ggg cct ggc tec cac cca get ccc gag gcc tgt ttc cag gtg 1632 

Leu Trp Gly Pro Gly Ser His Pro Ala Pro Glu Ala Cys Phe Gin Val 

530 535 540 

gtg aac tct gcg gga gat get cat gga aac tgc ggc cag gac age gag 1680 

Val Asn Ser Ala Gly Asp Ala His Gly Asn Cys Gly Gin Asp Ser Glu 

545 550 555 560 



new sequence listing.txt 



ggc cac ttc ctg ccc tgt gca ggg agg gat gcc ctg tgt ggg aag ctg 1728 

Gly His Phe Leu Pro Cys Ala Gly Arg Asp Ala Leu Cys Gly Lys Leu 

565 570 575 

cag tgc cag ggt gga aag ccc age ctg etc gca ccg cac atg gtg cca 1776 

Gin Cys Gin Gly Gly Lys Pro Ser Leu Leu Ala Pro His Met Val Pro 

580 585 590 

gtg gac tct acc gtt cac eta gat ggc cag gaa gtg act tgt egg gga 1824 

Val Asp Ser Thr Val His Leu Asp Gly Gin Glu Val Thr Cys Arg Gly 

595 600 605 

gcc ttg gca etc ccc agt gcc cag ctg gac ctg ctt ggc ctg ggc ctg 1872 

Ala Leu Ala Leu Pro Ser Ala Gin Leu Asp Leu Leu Gly Leu Gly Leu 
610 615 620 

gta gag cca ggc acc cag tgt gga cct aga atg gtt tgc aat age aac 1920 

Val Glu Pro Gly Thr Gin Cys Gly Pro Arg Met Val Cys Asn Ser Asn 

625 630 635 640 

cat aac tgc cac tgt get cca ggc tgg get cca ccc ttc tgt gac aag 1968 

His Asn Cys His Cys Ala Pro Gly Trp Ala Pro Pro Phe Cys Asp Lys 

645 650 655 

cca ggc ttt ggt ggc age atg gac agt ggc cct gtg cag get gaa aac 2016 

Pro Gly Phe Gly Gly Ser Met Asp Ser Gly Pro Val Gin Ala Glu Asn 

660 665 670 

cat gac acc ttc ctg ctg gcc atg etc etc age gtc ctg ctg cct ctg 2064 

His Asp Thr Phe Leu Leu Ala Met Leu Leu Ser Val Leu Leu Pro Leu 

675 680 685 

etc cca ggg gcc ggc ctg gcc tgg tgt tgc tac cga etc cca gga gcc 2112 

Leu Pro Gly Ala Gly Leu Ala Trp Cys Cys Tyr Arg Leu Pro Gly Ala 
690 " ' 695 " 700 

cat ctg cag cga tgc age tgg ggc tgc aga agg gac cct gcg tgc agt 2160 

His Leu Gin Arg Cys Ser Trp Gly Cys Arg Arg Asp Pro Ala Cys Ser 

705 710 715 720 

ggc ccc aaa gat ggc cca cac agg gac cac ccc ctg ggc ggc gtt cac 2208 

Gly Pro Lys Asp Gly Pro His Arg Asp His Pro Leu Gly Gly Val His 

725 730 735 

ccc atg gag ttg ggc ccc aca gcc act gga cag ccc tgg ccc ctg gac 2256 

Pro Met Glu Leu Gly Pro Thr Ala Thr Gly Gin Pro Trp Pro Leu Asp 

740 745 750 

cct gag aac tct cat gag ccc age age cac cct gag aag cct ctg cca 2304 

Pro Glu Asn Ser His Glu Pro Ser Ser His Pro Glu Lys Pro Leu Pro 

755 760 765 

gca gtc teg cct gac ccc caa gca gat caa gtc cag atg cca aga tec 2352 

Ala Val Ser Pro Asp Pro Gin Ala Asp Gin Val Gin Met Pro Arg Ser 
770 775 780 

tgc etc tgg tga gaggtagctc ctaaaatgaa cagatttaaa gacaggtggc 2404 

Cys Leu Trp 

785 

cactgacagc cactccagga acttgaactg caggggcaga gccagtgaat caccggacct 2464 
ccagcacctg caggcagctt ggaagtttct tccccgagtg gagcttcgac ccacccactc 2524 
caggaaccca gagecacatt agaagttcct gagggctgga gaacactget gggcacactc 2584 
tccagctcaa taaaccatca gtcccagaag caaaggtcac acagcccctg acctccctca 2644 
ccagtggagg ctgggtagtg ctggccatcc caaaagggct ctgtcctggg agtctggtgt 2704 
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new sequence listing.txt 
gtctcctaca tgcaatttcc acggacccag ctctgtggag ggcatgactg ctggccagaa 2764 
gctagtggtc ctggggccct atggttcgac tgagtccaca ctcccctgca gcctggctgg 2824 
cctctgcaaa caaacataat tttggggacc ttccttcctg tttcttccca ccctgtcttc 2884 
tcccctaggt ggttcctgag cccccacccc caatcccagt gctacacctg aggttctgga 2944 
gctcagaatc tgacagcctc tcccccattc tgtgtgtgtc ggggggacag agggaaccat 3004 
ttaagaaaag ataccaaagt agaagtcaaa agaaagacat gttggctata ggcgtggtgg 3064 
ctcatgccta taatcccagc actttgggaa gccggggtag gaggatcacc agaggccagg 3124 
aggtccacac cagcctgggc aacacagcaa gacaccgcat ctacagaaaa attttaaaat 3184 
tagctgggcg tggtggtgtg tacctgtagg cctagctgct caggaggctg aagcaggagg 3244 
atcacttgag cctgagttca acactgcagt gagctatggt ggcaccactg cactccagcc 3304 
tgggtgacag agcaagaccc tgtctctaaa ataaatttta aaaagacata ttaaaaaaaa 3364 
aaaaaaaaaa aaaaaaaaaa aaaaaa 3390 



<210> 3 

<211> 3582 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (2550) 

<400> 3 

atg ggc tgg agg ccc egg aga get egg ggg ace ccg ttg ctg ctg ctg 48 
Met Gly Trp Arg Pro Arg Arg Ala Arg Gly Thr Pro Leu Leu Leu Leu 

15 10 15 

eta eta ctg ctg ctg etc tgg cca gtg cca ggc gec ggg gtg ctt caa 96 
Leu Leu Leu Leu Leu Leu Trp Pro Val Pro Gly Ala Gly Val Leu Gin 

20 25 30 

ggt gag gac gcg ggc ggg gtc ccc etc ace ctg tgc tct gtc ttt act 144 
Gly Glu Asp Ala Gly Gly Val Pro Leu Thr Leu Cys Ser Val Phe Thr 
35 40 45 

cca gga cat ate cct ggg cag cca gtc ace ccg cac tgg gtc ctg gat 192 
Pro Gly His lie Pro Gly Gin Pro Val Thr Pro His Trp Val Leu Asp 
50 55 60 

gga caa ccc tgg cgc acc gtc age ctg gag gag ccg gtc teg aag cca 240 
Gly Gin Pro Trp Arg Thr Val Ser Leu Glu Glu Pro Val Ser Lys Pro 
65 70 75 80 

gac atg ggg ctg gtg gec ctg gag get gaa ggc cag gag etc ctg ctt 288 
Asp Met Gly Leu Val Ala Leu Glu Ala Glu Gly Gin Glu Leu Leu Leu 
85 90 95 

gag ctg gag aag aac cac agg ctg ctg gec cca gga tac ata gaa acc 336 
Glu Leu Glu Lys Asn His Arg Leu Leu Ala Pro Gly Tyr lie Glu Thr 
100 105 110 

cac tac ggc cca gat ggg cag cca gtg gtg ctg gec ccc aac cac acg 384 
His Tyr Gly Pro Asp Gly Gin Pro Val Val Leu Ala Pro Asn His Thr 
115 120 125 

gat cat tgc cac tac caa ggg cga gta agg ggc ttc ccc gac tec tgg 432 
Asp His Cys His Tyr Gin Gly Arg Val Arg Gly Phe Pro Asp Ser Trp 
130 ' 135 " 140 

gta gtc etc tgc acc tgc tct ggg atg agt ggc ctg ate acc etc age 480 
Val Val Leu Cys Thr Cys Ser Gly Met Ser Gly Leu lie Thr Leu Ser 
145 150 155 160 

agg aat gec age tat tat ctg cgt ccc tgg cca ccc egg ggc tec aag 528 
Arg Asn Ala Ser Tyr Tyr Leu Arg Pro Trp Pro Pro Arg Gly Ser Lys 
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new sequence listing.txt 
165 170 175 

gac ttc tea acc cac gag ate ttt egg atg gag cag ctg etc ace tgg 
Asp Phe Ser Thr His Glu lie Phe Arg Met Glu Gin Leu Leu Thr Trp 
180 185 190 

aaa gga acc tgt ggc cac agg gat cct ggg aac aaa gcg ggc atg acc 
Lys Gly Thr Cys Gly His Arg Asp Pro Gly Asn Lys Ala Gly Met Thr 
195 200 205 

age ctt cct ggt ggt ccc cag age agg ggc agg cga gaa gcg cgc agg 
Ser Leu Pro Gly Gly Pro Gin Ser Arg Gly Arg Arg Glu Ala Arg Arg 
210 J 215 ' 220 

acc egg aag tac ctg gaa ctg tac att gtg gca gac cac acc ctg ttc 
Thr Arg Lys Tyr Leu Glu Leu Tyr lie Val Ala Asp His Thr Leu Phe 

225 230 235 240 

ttg act egg cac cga aac ttg aac cac acc aaa cag cgt etc ctg gaa 
Leu Thr Arg His Arg Asn Leu Asn His Thr Lys Gin Arg Leu Leu Glu 
245 250 255 

gtc gee aac tac gtg gac cag ctt etc agg act ctg gac att cag gtg 
Val Ala Asn Tyr Val Asp Gin Leu Leu Arg Thr Leu Asp lie Gin Val 

260 265 270 

gcg ctg acc ggc ctg gag gtg tgg acc gag egg gac cgc age cgc gtc 
Ala Leu Thr Gly Leu Glu Val Trp Thr Glu Arg Asp Arg Ser Arg Val 
275 280 285 

acg cag gac gec aac gec acg etc tgg gec ttc ctg cag tgg cgc egg 
Thr Gin Asp Ala Asn Ala Thr Leu Trp Ala Phe Leu Gin Trp Arg Arg 

290 295 300 

ggg ctg tgg gcg cag egg ccc cac gac tec gcg cag ctg etc acg ggc 
Gly Leu Trp Ala Gin Arg Pro His Asp Ser Ala Gin Leu Leu Thr Gly 
305 310 315 320 

cgc gee ttc cag ggc gec aca gtg ggc ctg gcg ccc gtc gag ggc atg 
Arg Ala Phe Gin Gly Ala Thr Val Gly Leu Ala Pro Val Glu Gly Met 

325 330 335 

tgc cgc gec gag age teg gga ggc gtg age acg gac cac teg gag etc 
Cys Arg Ala Glu Ser Ser Gly Gly Val Ser Thr Asp His Ser Glu Leu 
340 345 350 

ccc ate ggc gee gca gee acc atg gec cat gag ate ggc cac age etc 
Pro lie Gly Ala Ala Ala Thr Met Ala His Glu lie Gly His Ser Leu 
355 360 365 

ggc etc age cac gac ccc gac ggc tgc tgc gtg gag get gcg gec gag 
Gly Leu Ser His Asp Pro Asp Gly Cys Cys Val Glu Ala Ala Ala Glu 
370 375 380 

tec gga ggc tgc gtc atg get gcg gee acc ggg cac ccg ttt ccg cgc 
Ser Gly Gly Cys Val Met Ala Ala Ala Thr Gly His Pro Phe Pro Arg 
385 390 395 400 

gtg ttc age gee tgc age cgc cgc cag ctg cgc gec ttc ttc cgc aag 
Val Phe Ser Ala Cys Ser Arg Arg Gin Leu Arg Ala Phe Phe Arg Lys 
405 410 415 

559 gg° gg° g°t tgc etc tec aat gec ccg gac ccc gga etc ccg gtg 
Gly Gly Gly Ala Cys Leu Ser Asn Ala Pro Asp Pro Gly Leu Pro Val 
420 425 430 
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ccg ccg gcg etc tgc ggg aac ggc ttc gtg gaa gcg ggc gag gag tgt 1344 

Pro Pro Ala Leu Cys Gly Asn Gly Phe Val Glu Ala Gly Glu Glu Cys 

435 ' " 440 445 

gac tgc ggc cct ggc cag gag tgc cgc gac etc tgc tgc ttt get cac 1392 

Asp Cys Gly Pro Gly Gin Glu Cys Arg Asp Leu Cys Cys Phe Ala His 

450 455 460 

aac tgc teg ctg cgc ccg ggg gee cag tgc gee cac ggg gac tgc tgc 1440 

Asn Cys Ser Leu Arg Pro Gly Ala Gin Cys Ala His Gly Asp Cys Cys 

465 470 475 480 

gtg cgc tgc ctg ctg aag ccg get gga gcg ctg tgc cgc cag gec atg 1488 

Val Arg Cys Leu Leu Lys Pro Ala Gly Ala Leu Cys Arg Gin Ala Met 

485 490 495 

ggt gac tgt gac etc cct gag ttt tgc acg ggc ace tec tec cac tgt 1536 

Gly Asp Cys Asp Leu Pro Glu Phe Cys Thr Gly Thr Ser Ser His Cys 

500 505 510 

ccc cca gac gtt tac eta ctg gac ggc tea ccc tgt gee agg ggc agt 1584 

Pro Pro Asp Val Tyr Leu Leu Asp Gly Ser Pro Cys Ala Arg Gly Ser 

515 ' 520 * 525 

ggc tac tgc tgg gat ggc gca tgt ccc acg ctg gag cag cag tgc cag 1632 

Gly Tyr Cys Trp Asp Gly Ala Cys Pro Thr Leu Glu Gin Gin Cys Gin 

530 535 540 

cag etc tgg ggg cct ggc tec cac cca get ccc gag gec tgt ttc cag 1680 

Gin Leu Trp Gly Pro Gly Ser His Pro Ala Pro Glu Ala Cys Phe Gin 

545 550 555 560 

gtg gtg aac tct gcg gga gat get cat gga aac tgc ggc cag gac age 1728 

Val Val Asn Ser Ala Gly Asp Ala His Gly Asn Cys Gly Gin Asp Ser 

565 570 575 

gag ggc cac ttc ctg ccc tgt gca ggg agg gat gec ctg tgt ggg aag 1776 

Glu Gly His Phe Leu Pro Cys Ala Gly Arg Asp Ala Leu Cys Gly Lys 

580 585 590 

ctg cag tgc cag ggt gga aag ccc age ctg etc gca ccg cac atg gtg 1824 

Leu Gin Cys Gin Gly Gly Lys Pro Ser Leu Leu Ala Pro His Met Val 

595 600 605 

cca gtg gac tct acc gtt cac eta gat ggc cag gaa gtg act tgt egg 1872 

Pro Val Asp Ser Thr Val His Leu Asp Gly Gin Glu Val Thr Cys Arg 

610 615 620 

gga gee ttg gca etc ccc agt gec cag ctg gac ctg ctt ggc ctg ggc 1920 

Gly Ala Leu Ala Leu Pro Ser Ala Gin Leu Asp Leu Leu Gly Leu Gly 

625 630 635 640 

ctg gta gag cca ggc acc cag tgt gga cct aga atg gtg tgc cag age 1968 

Leu Val Glu Pro Gly Thr Gin Cys Gly Pro Arg Met Val Cys Gin Ser 

645 ' 650 655 

agg cgc tgc agg aag aat gec ttc cag gag ctt cag cgc tgc ctg act 2016 

Arg Arg Cys Arg Lys Asn Ala Phe Gin Glu Leu Gin Arg Cys Leu Thr 

660 665 670 

gec tgc cac age cac ggg gtt tgc aat age aac cat aac tgc cac tgt 2064 

Ala Cys His Ser His Gly Val Cys Asn Ser Asn His Asn Cys His Cys 

675 680 685 

get cca ggc tgg get cca ccc ttc tgt gac aag cca ggc ttt ggt ggc 2112 

Ala Pro Gly Trp Ala Pro Pro Phe Cys Asp Lys Pro Gly Phe Gly Gly 
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690 695 700 

age atg gac agt ggc cct gtg cag get gaa aac cat gac acc ttc ctg 2160 
Ser Met Asp Ser Gly Pro Val Gin Ala Glu Asn His Asp Thr Phe Leu 
705 710 715 720 

ctg gec atg etc etc age gtc ctg ctg cct ctg etc cca ggg gec ggc 2208 
Leu Ala Met Leu Leu Ser Val Leu Leu Pro Leu Leu Pro Gly Ala Gly 
725 730 735 

ctg gec tgg tgt tgc tac cga etc cca gga gee cat ctg cag cga tgc 2256 
Leu Ala Trp Cys Cys Tyr Arg Leu Pro Gly Ala His Leu Gin Arg Cys 
740 ' 745 ' 750 

age tgg ggc tgc aga agg gac cct gcg tgc agt ggc ccc aaa gat ggc 2304 
Ser Trp Gly Cys Arg Arg Asp Pro Ala Cys Ser Gly Pro Lys Asp Gly 
755 760 765 

cca cac agg gac cac ccc ctg ggc ggc gtt cac ccc atg gag ttg ggc 2352 
Pro His Arg Asp His Pro Leu Gly Gly Val His Pro Met Glu Leu Gly 
770 775 780 

ccc aca gec act gga cag ccc tgg ccc ctg gec cca ggg tct cct get 2400 
Pro Thr Ala Thr Gly Gin Pro Trp Pro Leu Ala Pro Gly Ser Pro Ala 
785 790 795 800 

gac cat att cac aac att tac cct cca cca ttt etc cca gac cct gag 2448 
Asp His lie His Asn lie Tyr Pro Pro Pro Phe Leu Pro Asp Pro Glu 
805 810 815 

aac tct cat gag ccc age age cac cct gag aag cct ctg cca gca gtc 2496 
Asn Ser His Glu Pro Ser Ser His Pro Glu Lys Pro Leu Pro Ala Val 

820 825 830 

teg cct gac ccc caa gca gat caa gtc cag atg cca aga tec tgc etc 2544 
Ser Pro Asp Pro Gin Ala Asp Gin Val Gin Met Pro Arg Ser Cys Leu 
835 840 845 

tgg tga gaggtagctc ctaaaatgaa cagatttaaa gacaggtggc cactgacagc 2600 
Trp 

cactccagga acttgaactg caggggcaga gccagtgaat caccggacct ccagcacctg 2660 
caggcagctt ggaagtttct tccccgagtg gagcttcgac ccacccactc caggaaccca 2720 
gagccacact agaagttcct gagggctgga gaacactget gggcacactc tccagctcaa 2780 
taaaccatca gtcccagaag caaaggtcac acagcccctg acctccctca ccagtggagg 2840 
ctgggtagtg ctggccatcc caaaagggct ctgtcctggg agtctggtgt gtctcctaca 2900 
tgeaatttec acggacccag ctctgtggag ggcatgactg ctggccagaa gctagtggtc 2960 
ctggggccct atggttcgac tgagtccaca ctcccctgsa gcctggctgg cctctgcaaa 3020 
caaacataat tttggggacc ttccttcctg tttcttccca ccctgtcttc tcccctaggt 3080 
ggttcctgag cccccacccc caatcccagt gctacacctg aggttctgga gctcagaatc 3140 
tgacagcctc tcccccattc tgtgtgtgtc ggggggacag agggaaccat ttaagaaaag 3200 
ataccaaagt agaagtcaaa agaaagacat gttggctata ggcgtggtgg ctcatgccta 3260 
taatcccagc actttgggaa gcyggggtag gaggatcacc agaggecags aggtccacac 3320 
cagcctgggc aacacagcaa gacaccgcat ctacaraaaa attttaaaat tagctgggcg 3380 
tggtggtgtg tacctgtagg cctagctgct caggaggctg aagcaggagg atcacttgag 3440 
cctgagttca acactgeagt gagctatggt ggcaccactg cactccagcc tgggtgacag 3500 
agcaagaccc tgtctctaaa ataaatttta aaaagacata ttaaaaaaaa aaaaaaaaaa 3560 
aaaaaaaaaa aaaaaaaaaa aa 3582 



<210> 4 

<211> 746 

<212> PRT 

<213> Homo sapiens 



<400> 4 
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Met Gly Trp Arg Pro Arg Arg Ala Arg Gly Thr Pro Leu Leu Leu Leu 

15 10 15 

Leu Leu Leu Leu Leu Leu Trp Pro Val Pro Gly Ala Gly Val Leu Gin 

20 25 30 

Gly His lie Pro Gly Gin Pro Val Thr Pro His Trp Val Leu Asp Gly 

35 40 45 

Gin Pro Trp Arg Thr Val Ser Leu Glu Glu Pro Val Ser Lys Pro Asp 

50 55 60 

Met Gly Leu Val Ala Leu Glu Ala Glu Gly Gin Glu Leu Leu Leu Glu 



Leu Glu Lys Asn His Arg Leu Leu Ala Pro Gly Tyr lie Glu Thr His 

85 90 95 

Tyr Gly Pro Asp Gly Gin Pro Val Val Leu Ala Pro Asn His Thr Asp 
100 105 110 

His Cys His Tyr Gin Gly Arg Val Arg Gly Phe Pro Asp Ser Trp Val 
115 120 125 

Val Leu Cys Thr Cys Ser Gly Met Ser Gly Leu lie Thr Leu Ser Arg 
130 135 140 

Asn Ala Ser Tyr Tyr Leu Arg Pro Trp Pro Pro Arg Gly Ser Lys Asp 
145 150 155 160 

Phe Ser Thr His Glu lie Phe Arg Met Glu Gin Leu Leu Thr Trp Lys 
165 170 175 

Gly Thr Cys Gly His Arg Asp Pro Gly Asn Lys Ala Gly Met Thr Ser 
180 " ' 185 ~ 190 

Leu Pro Gly Gly Pro Gin Ser Arg Gly Arg Arg Glu Ala Arg Arg Thr 
195 200 205 

Arg Lys Tyr Leu Glu Leu Tyr lie Val Ala Asp His Thr Leu Phe Leu 
210 215 220 

Thr Arg His Arg Asn Leu Asn His Thr Lys Gin Arg Leu Leu Glu Val 

225 230 235 240 

Ala Asn Tyr Val Asp Gin Leu Leu Arg Thr Leu Asp lie Gin Val Ala 
245 250 255 

Leu Thr Gly Leu Glu Val Trp Thr Glu Arg Asp Arg Ser Arg Val Thr 

260 265 270 

Gin Asp Ala Asn Ala Thr Leu Trp Ala Phe Leu Gin Trp Arg Arg Gly 

275 280 285 

Leu Trp Ala Gin Arg Pro His Asp Ser Ala Gin Leu Leu Thr Gly Arg 

290 295 300 

Ala Phe Gin Gly Ala Thr Val Gly Leu Ala Pro Val Glu Gly Met Cys 
305 310 315 320 

Arg Ala Glu Ser Ser Gly Gly Val Ser Thr Asp His Ser Glu Leu Pro 

325 330 335 

He Gly Ala Ala Ala Thr Met Ala His Glu He Gly His Ser Leu Gly 
340 345 350 
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Leu Ser His Asp Pro Asp Gly Cys 
355 360 



Gly Gly Cys Val Met Ala Ala Ala 
370 375 



Phe Ser Ala Cys Ser Arg Arg Gin 

385 390 



Gly Gly Ala Cys Leu Ser Asn Ala 
405 



Cys Val Glu Ala Ala Ala Glu Ser 
365 

Thr Gly His Pro Phe Pro Arg Val 

380 

Leu Arg Ala Phe Phe Arg Lys Gly 

395 400 

Pro Asp Pro Gly Leu Pro Val Pro 
410 415 



Pro Ala Leu Cys Gly Asn Gly Phe Val Glu Ala Gly Glu Glu Cys Asp 
420 425 430 

Cys Gly Pro Gly Gin Glu Cys Arg Asp Leu Cys Cys Phe Ala His Asn 
435 440 445 

Cys Ser Leu Arg Pro Gly Ala Gin Cys Ala His Gly Asp Cys Cys Val 
450 455 460 

Arg Cys Leu Leu Lys Pro Ala Gly Ala Leu Cys Arg Gin Ala Met Gly 
465 470 475 480 

Asp Cys Asp Leu Pro Glu Phe Cys Thr Gly Thr Ser Ser His Cys Pro 
485 490 495 

Pro Asp Val Tyr Leu Leu Asp Gly Ser Pro Cys Ala Arg Gly Ser Gly 
500 505 510 

Tyr Cys Trp Asp Gly Ala Cys Pro Thr Leu Glu Gin Gin Cys Gin Gin 
515 520 525 

Leu Trp Gly Pro Asp Gly Gin Glu Val Thr Cys Arg Gly Ala Leu Ala 
530 " ~ 535 540 

Leu Pro Ser Ala Gin Leu Asp Leu Leu Gly Leu Gly Leu Val Glu Pro 
545 550 ' 555 560 

Gly Thr Gin Cys Gly Pro Arg Met Val Cys Gin Ser Arg Arg Cys Arg 
565 570 575 

Lys Asn Ala Phe Gin Glu Leu Gin Arg Cys Leu Thr Ala Cys His Ser 

580 585 590 

His Gly Val Cys Asn Ser Asn His Asn Cys His Cys Ala Pro Gly Trp 
595 600 605 

Ala Pro Pro Phe Cys Asp Lys Pro Gly Phe Gly Gly Ser Met Asp Ser 
610 615 620 

Gly Pro Val Gin Ala Glu Asn His Asp Thr Phe Leu Leu Ala Met Leu 

625 630 635 640 

Leu Ser Val Leu Leu Pro Leu Leu Pro Gly Ala Gly Leu Ala Trp Cys 
645 650 655 

Cys Tyr Arg Leu Pro Gly Ala His Leu Gin Arg Cys Ser Trp Gly Cys 
660 665 670 

Arg Arg Asp Pro Ala Cys Ser Gly Pro Lys Asp Gly Pro His Arg Asp 
675 680 685 

His Pro Leu Gly Gly Val His Pro Met Glu Leu Gly Pro Thr Ala Thr 
690 695 700 
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Gly Gin Pro Trp Pro Leu Asp Pro Glu Asn Ser His Glu Pro Ser Ser 
705 710 715 720 

His Pro Glu Lys Pro Leu Pro Ala Val Ser Pro Asp Pro Gin Ala Asp 
725 730 735 

Gin Val Gin Met Pro Arg Ser Cys Leu Trp 
740 745 



<210> 5 

<211> 787 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Gly Trp Arg Pro Arg Arg Ala Arg Gly Thr Pro Leu Leu Leu Leu 
15 10 15 

Leu Leu Leu Leu Leu Leu Trp Pro Val Pro Gly Ala Gly Val Leu Gin 

20 25 30 

Gly His lie Pro Gly Gin Pro Val Thr Pro His Trp Val Leu Asp Gly 
35 ' 40 " 45 

Gin Pro Trp Arg Thr Val Ser Leu Glu Glu Pro Val Ser Lys Pro Asp 
50 55 60 

Met Gly Leu Val Ala Leu Glu Ala Glu Gly Gin Glu Leu Leu Leu Glu 



Leu Glu Lys Asn His Arg Leu Leu Ala Pro Gly Tyr lie Glu Thr His 

85 90 95 

Tyr Gly Pro Asp Gly Gin Pro Val Val Leu Ala Pro Asn His Thr Asp 
100 105 110 

His Cys His Tyr Gin Gly Arg Val Arg Gly Phe Pro Asp Ser Trp Val 
115 120 125 

Val Leu Cys Thr Cys Ser Gly Met Ser Gly Leu lie Thr Leu Ser Arg 
130 135 140 

Asn Ala Ser Tyr Tyr Leu Arg Pro Trp Pro Pro Arg Gly Ser Lys Asp 
145 150 155 160 

Phe Ser Thr His Glu lie Phe Arg Met Glu Gin Leu Leu Thr Trp Lys 
165 170 175 

Gly Thr Cys Gly His Arg Asp Pro Gly Asn Lys Ala Gly Met Thr Ser 
180 185 190 

Leu Pro Gly Gly Pro Gin Ser Arg Gly Arg Arg Glu Ala Arg Arg Thr 

195 200 205 

Arg Lys Tyr Leu Glu Leu Tyr lie Val Ala Asp His Thr Leu Phe Leu 

210 215 220 

Thr Arg His Arg Asn Leu Asn His Thr Lys Gin Arg Leu Leu Glu Val 

225 230 235 240 

Ala Asn Tyr Val Asp Gin Leu Leu Arg Thr Leu Asp lie Gin Val Ala 

245 250 255 
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Leu Thr Gly Leu Glu Val Trp Thr Glu Arg Asp Arg Ser Arg Val Thr 

260 265 270 

Gin Asp Ala Asn Ala Thr Leu Trp Ala Phe Leu Gin Trp Arg Arg Gly 

275 280 285 

Leu Trp Ala Gin Arg Pro His Asp Ser Ala Gin Leu Leu Thr Gly Arg 

290 295 300 

Ala Phe Gin Gly Ala Thr Val Gly Leu Ala Pro Val Glu Gly Met Cys 
305 310 315 320 

Arg Ala Glu Ser Ser Gly Gly Val Ser Thr Asp His Ser Glu Leu Pro 
325 330 335 

He Gly Ala Ala Ala Thr Met Ala His Glu He Gly His Ser Leu Gly 
340 345 350 

Leu Ser His Asp Pro Asp Gly Cys Cys Val Glu Ala Ala Ala Glu Ser 
355 360 365 

Gly Gly Cys Val Met Ala Ala Ala Thr Gly His Pro Phe Pro Arg Val 

370 375 380 

Phe Ser Ala Cys Ser Arg Arg Gin Leu Arg Ala Phe Phe Arg Lys Gly 
385 390 395 400 

Gly Gly Ala Cys Leu Ser Asn Ala Pro Asp Pro Gly Leu Pro Val Pro 
405 410 415 

Pro Ala Leu Cys Gly Asn Gly Phe Val Glu Ala Gly Glu Glu Cys Asp 
420 425 430 

Cys Gly Pro Gly Gin Glu Cys Arg Asp Leu Cys Cys Phe Ala His Asn 
435 440 ' 445 

Cys Ser Leu Arg Pro Gly Ala Gin Cys Ala His Gly Asp Cys Cys Val 
450 455 460 

Arg Cys Leu Leu Lys Pro Ala Gly Ala Leu Cys Arg Gin Ala Met Gly 
465 470 475 480 

Asp Cys Asp Leu Pro Glu Phe Cys Thr Gly Thr Ser Ser His Cys Pro 
485 490 495 

Pro Asp Val Tyr Leu Leu Asp Gly Ser Pro Cys Ala Arg Gly Ser Gly 
500 505 510 

Tyr Cys Trp Asp Gly Ala Cys Pro Thr Leu Glu Gin Gin Cys Gin Gin 
515 520 525 

Leu Trp Gly Pro Gly Ser His Pro Ala Pro Glu Ala Cys Phe Gin Val 
530 535 540 

Val Asn Ser Ala Gly Asp Ala His Gly Asn Cys Gly Gin Asp Ser Glu 
545 550 555 560 

Gly His Phe Leu Pro Cys Ala Gly Arg Asp Ala Leu Cys Gly Lys Leu 
565 570 " 575 

Gin Cys Gin Gly Gly Lys Pro Ser Leu Leu Ala Pro His Met Val Pro 
580 ' 585 590 

Val Asp Ser Thr Val His Leu Asp Gly Gin Glu Val Thr Cys Arg Gly 

595 600 605 
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Ala Leu Ala Leu Pro Ser Ala Gin Leu Asp Leu Leu Gly Leu Gly Leu 

610 615 620 



Val Glu Pro Gly 
625 

His Asn Cys His 



Pro Gly Phe Gly 
660 

His Asp Thr Phe 
675 

Leu Pro Gly Ala 

690 

His Leu Gin Arg 
705 

Gly Pro Lys Asp 



Pro Met Glu Leu 
740 

Pro Glu Asn Ser 
755 

Ala Val Ser Pro 
770 



Cys Leu Trp 
785 



Thr Gin Cys Gly 
630 

Cys Ala Pro Gly 
645 

Gly Ser Met Asp 



Leu Leu Ala Met 

680 

Gly Leu Ala Trp 

695 

Cys Ser Trp Gly 
710 

Gly Pro His Arg 
725 

Gly Pro Thr Ala 



His Glu Pro Ser 

760 



Asp Pro Gin Ala 
775 



Pro Arg Met Val 

635 

Trp Ala Pro Pro 

650 

Ser Gly Pro Val 
665 

Leu Leu Ser Val 



Cys Cys Tyr Arg 
700 

Cys Arg Arg Asp 
715 

Asp His Pro Leu 

730 

Thr Gly Gin Pro 
745 

Ser His Pro Glu 



Asp Gin Val Gin 

780 



Cys Asn Ser Asn 
640 

Phe Cys Asp Lys 
655 

Gin Ala Glu Asn 

670 

Leu Leu Pro Leu 
685 

Leu Pro Gly Ala 



Pro Ala Cys Ser 

720 

Gly Gly Val His 
735 



Trp Pro Leu Asp 
750 



Lys Pro Leu Pro 
765 

Met Pro Arg Ser 



<210> 6 

<211> 849 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Gly Trp Arg Pro Arg Arg Ala Arg Gly Thr Pro Leu Leu Leu Leu 
15 10 15 

Leu Leu Leu Leu Leu Leu Trp Pro Val Pro Gly Ala Gly Val Leu Gin 

20 25 30 

Gly Glu Asp Ala Gly Gly Val Pro Leu Thr Leu Cys Ser Val Phe Thr 

35 40 45 

Pro Gly His lie Pro Gly Gin Pro Val Thr Pro His Trp Val Leu Asp 
50 55 60 

Gly Gin Pro Trp Arg Thr Val Ser Leu Glu Glu Pro Val Ser Lys Pro 



Asp Met Gly Leu Val Ala Leu Glu Ala Glu Gly Gin Glu Leu Leu Leu 

85 90 95 

Glu Leu Glu Lys Asn His Arg Leu Leu Ala Pro Gly Tyr lie Glu Thr 

100 105 110 



His Tyr Gly Pro Asp Gly Gin Pro Val Val Leu Ala Pro Asn His Thr 
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115 120 125 

Asp His Cys His Tyr Gin Gly Arg Val Arg Gly Phe Pro Asp Ser Trp 
130 135 140 

Val Val Leu Cys Thr Cys Ser Gly Met Ser Gly Leu lie Thr Leu Ser 
145 150 155 160 

Arg Asn Ala Ser Tyr Tyr Leu Arg Pro Trp Pro Pro Arg Gly Ser Lys 
165 170 175 

Asp Phe Ser Thr His Glu lie Phe Arg Met Glu Gin Leu Leu Thr Trp 
180 185 190 

Lys Gly Thr Cys Gly His Arg Asp Pro Gly Asn Lys Ala Gly Met Thr 
195 200 ' 205 

Ser Leu Pro Gly Gly Pro Gin Ser Arg Gly Arg Arg Glu Ala Arg Arg 
210 215 220 

Thr Arg Lys Tyr Leu Glu Leu Tyr lie Val Ala Asp His Thr Leu Phe 

225 230 235 240 

Leu Thr Arg His Arg Asn Leu Asn His Thr Lys Gin Arg Leu Leu Glu 

245 250 255 

Val Ala Asn Tyr Val Asp Gin Leu Leu Arg Thr Leu Asp lie Gin Val 

260 265 270 

Ala Leu Thr Gly Leu Glu Val Trp Thr Glu Arg Asp Arg Ser Arg Val 
275 280 285 

Thr Gin Asp Ala Asn Ala Thr Leu Trp Ala Phe Leu Gin Trp Arg Arg 

290 295 300 

Gly Leu Trp Ala Gin Arg Pro His Asp Ser Ala Gin Leu Leu Thr Gly 
305 310 315 320 

Arg Ala Phe Gin Gly Ala Thr Val Gly Leu Ala Pro Val Glu Gly Met 

325 330 335 

Cys Arg Ala Glu Ser Ser Gly Gly Val Ser Thr Asp His Ser Glu Leu 
340 345 350 

Pro lie Gly Ala Ala Ala Thr Met Ala His Glu lie Gly His Ser Leu 

355 360 365 

Gly Leu Ser His Asp Pro Asp Gly Cys Cys Val Glu Ala Ala Ala Glu 
370 " 375 " " 380 

Ser Gly Gly Cys Val Met Ala Ala Ala Thr Gly His Pro Phe Pro Arg 
385 ' 390 395 400 

Val Phe Ser Ala Cys Ser Arg Arg Gin Leu Arg Ala Phe Phe Arg Lys 
405 410 415 

Gly Gly Gly Ala Cys Leu Ser Asn Ala Pro Asp Pro Gly Leu Pro Val 
420 425 430 

Pro Pro Ala Leu Cys Gly Asn Gly Phe Val Glu Ala Gly Glu Glu Cys 
435 440 445 

Asp Cys Gly Pro Gly Gin Glu Cys Arg Asp Leu Cys Cys Phe Ala His 
450 455 460 



Asn Cys Ser Leu Arg Pro Gly Ala Gin Cys Ala His Gly Asp Cys Cys 
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465 470 475 480 

Val Arg Cys Leu Leu Lys Pro Ala Gly Ala Leu Cys Arg Gin Ala Met 
485 490 495 

Gly Asp Cys Asp Leu Pro Glu Phe Cys Thr Gly Thr Ser Ser His Cys 

500 505 510 

Pro Pro Asp Val Tyr Leu Leu Asp Gly Ser Pro Cys Ala Arg Gly Ser 
515 520 525 

Gly Tyr Cys Trp Asp Gly Ala Cys Pro Thr Leu Glu Gin Gin Cys Gin 
530 ' 535 540 

Gin Leu Trp Gly Pro Gly Ser His Pro Ala Pro Glu Ala Cys Phe Gin 
545 550 555 ' 560 

Val Val Asn Ser Ala Gly Asp Ala His Gly Asn Cys Gly Gin Asp Ser 
565 570 575 

Glu Gly His Phe Leu Pro Cys Ala Gly Arg Asp Ala Leu Cys Gly Lys 
580 585 590 

Leu Gin Cys Gin Gly Gly Lys Pro Ser Leu Leu Ala Pro His Met Val 

595 600 605 

Pro Val Asp Ser Thr Val His Leu Asp Gly Gin Glu Val Thr Cys Arg 
610 615 620 

Gly Ala Leu Ala Leu Pro Ser Ala Gin Leu Asp Leu Leu Gly Leu Gly 
625 630 635 640 

Leu Val Glu Pro Gly Thr Gin Cys Gly Pro Arg Met Val Cys Gin Ser 
645 650 655 

Arg Arg Cys Arg Lys Asn Ala Phe Gin Glu Leu Gin Arg Cys Leu Thr 
660 665 670 

Ala Cys His Ser His Gly Val Cys Asn Ser Asn His Asn Cys His Cys 
675 680 685 

Ala Pro Gly Trp Ala Pro Pro Phe Cys Asp Lys Pro Gly Phe Gly Gly 

690 695 700 

Ser Met Asp Ser Gly Pro Val Gin Ala Glu Asn His Asp Thr Phe Leu 
705 710 715 720 

Leu Ala Met Leu Leu Ser Val Leu Leu Pro Leu Leu Pro Gly Ala Gly 
725 730 735 

Leu Ala Trp Cys Cys Tyr Arg Leu Pro Gly Ala His Leu Gin Arg Cys 
740 ' 745 ' 750 

Ser Trp Gly Cys Arg Arg Asp Pro Ala Cys Ser Gly Pro Lys Asp Gly 
755 760 765 

Pro His Arg Asp His Pro Leu Gly Gly Val His Pro Met Glu Leu Gly 

770 ' lib ' 780 

Pro Thr Ala Thr Gly Gin Pro Trp Pro Leu Ala Pro Gly Ser Pro Ala 

785 790 795 800 

Asp His lie His Asn lie Tyr Pro Pro Pro Phe Leu Pro Asp Pro Glu 
805 810 815 



Asn Ser His Glu Pro Ser Ser His Pro Glu Lys Pro Leu Pro Ala Val 
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825 830 



Ser Pro Asp Pro Gin Ala Asp Gin Val Gin Met Pro Arg Ser Cys Leu 
835 840 845 



<210> 7 

<211> 17000 

<212> DNA 

<213> Homo sapiens 

<400> 7 

tccatctcaa aaaaaaaaaa aaaaaaaaag ttaacatctc atccaaattt gcaccgagta 60 
ggaaaacaaa agtttaaaac atgaaacaga tgttactgag gccgaaaggg tctcccaggc 120 
ctgggagtct gcagctttta tgcaattctg ccctctggcc accgccaggg aagaaaggtt 180 
gtctccgtct gctgcatcgc ctttgcccag caatgaagcc cccaagacag cggcagccgg 240 
ttgcctgaac cttcctatcc ttgggggcac ccagtgcagg tggatgaccc gactcaacct 300 
ccgccagggc accctcgggg caggacgggt agcaaggagg ggacagagat cggccccagg 360 
agaccacgga agatcgcgct cctggggcca acttcagcag cgagaggcgg cctttgccca 420 
ccgcctcatc ccaccacgcc gcggtcctcc aagaaccttc ccagcggttc tctcctcctc 480 
tcaggagtag aggccctctg agaccgacgg ggagggacgg ctcgggccgg tcatccgagg 540 
ggccgcacgg attccctcct ccgcccagct ccaccccctc gaggggcggc ggtccgggag 600 
tggcgacccg gctcccccat ggcgcgcgcc gtcggggccc ctggccaggc tccgagcggg 660 
gttggcgggg aggggaggcg ggagcgaggg cgggcggtgg gaggtggggg cgggaaggtc 72 0 
cgaaggcggc ggcctgaggc tgcaccgggc acgggtcggc cgcaatccag cctgggcgga 780 
gccggagttg cgagccgctg cctagaggcc gaggagctca cagctatggg ctggaggccc 840 
cggagagctc gggggacccc gttgctgctg ctgctactac tgctgctgct ctggccagtg 900 
ccaggcgccg gggtgcttca aggtgaggac gcgggcgggg tgcgccctga ggggcaggct 960 
aggcgcggtg gtggtggcgg ggatgggttc tgctcagagc tcgggtcagc gcgcggaggg 1020 
tctcacggcc ccggcaccat acggccagta ggtcagggcg tggggactct ttgggggggt 1080 
ctccgtggga cctgcccagg gacgctcaag tgtgcttggg ctggccccgg gcccggactt 1140 
gcccacactg cccggctgcc actccgctgg caaagcagag ggcatggctc cctccccctc 1200 
ggggacagcc cagcccccag cccccagccc atagccgtag ccccctctgc ctggattctc 1260 
gctctcacaa ccagcttcca tccgcaggcc accgtgtgac ccgctcctgc tcctccaccc 1320 
cttaggactc agcggggctc catcctctag gaagccccca tgcccaagag tcccccagag 1380 
tccctgcttt gctctcaggc tgcagaacta gctgtggcct ccaccctgct cacccctcgt 1440 
ccctcctccc agggcagcag ggcagtgtgt atgttgttta tattgttgcc ttgtttggtg 1500 
agatagagaa gggcctctcc agatagaagg tgtctgttta gcagtgctct ggaaagactg 1560 
cagctgtctc ctcggggtaa cccctccaaa caaagatgtt aagatggggc tggaacaacc 1620 
tctgcaagcg ggtgggagga ttagccagtc ctgcacagca agtgcctggc cgggaacagg 1680 
gagggcaacc agggaggggg catgcggggc tgggctgtgc tatgcagact gggcggtggc 1740 
ttccacagca ctgtgtgggg accaaacagg tacaggggcc tggtctgttc tggccccagg 1800 
ggagggcccc aggcggtcca ctgctccctc ccctctgagc cctatcctgg ggtcagggga 1860 
ggtgatggga cccctgggag aggggcgtct atgtgcccaa taccagcctg gctccctcgg 1920 
gttccacccc cattcacccg gtcaccggag ctccagctcc agctccagct ctgcccctct 1980 
ctccctcatt ggggtcaggg tgcccgtggc cagcacgtgc gcgcaaggcc atgtggacag 2040 
cacccacaca ccacactgca cccacaccac acctgtgccc gggcccaccc tacctcttcc 2100 
ccaaaccctt agaggcctag gagcagcaaa gcttggttct ctactctcag ttaagtgctc 2160 
tctgggctga gagacctccc ctccttcccc tcccccacat ccactcagag ccctccctgc 2220 
actggcccct ctagcctcct ttccaaggtg gcagactcct ctcggccctc atctgcctga 2280 
tggcaattca ctcatccaat caaggagggc ttcttggagg aagggtcttt gatgtttgta 2340 
gtctgggaga gaaggtggag gagaaaaaag gagttggggt ggcctagcag gagctgagtc 2400 
acttccacag gcagccatca gcccagcagg actgaggcca gggctgcgtg gaggggggag 2460 
gctgtctgtt ctgggagctg ggactgggta ccgggggaag gagggctgct gcaggctctg 2520 
ggtgcctggg gcctggctcc tgcagggcgg gcctgtgaga gtggttgggg ccagtggagg 2580 
ggctgggagc attccagggg aacattccag gcgccctctg agtaatgctt ggctctggga 2640 
ttcctcctag agccccctta ggcacacccg gccagggagc accaaggctc cgtccggaag 2700 
cgtcccctcc ccttgaagag atgaggaggg gccttctggg ccagggtacc aaaaccctgc 2760 
caccaggaca gagtccccga gggagctctg ggcaaggtgg acctcgcaag gcaacatctg 2820 
gctgttgttt ttctcagatg atgggggggg cacaagtgtc ctctcttcgt acatctctca 2880 
ccctaaaggc atctgctgcc catctaaaaa tccctaaggc tgccgcgctc tttccttccc 2940 
ctctgcactg gcggccttgg cctcttcctt gtgatcgccg agcccaagcc tgccccccga 3000 
caaaggtcag gggactcccg tgtccccagc tgagctgtcc ctttccagcc ttctcttttc 3060 
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ctcctccttg atagctcctc agatccaagg atgcccacgg gcgtccctcc ttctccaggc 3120 
tgagcccacg cgtgttgaag gtgaagtctg ccccaaaagg cctccagtgc ctccctgggg 3180 
atgtcctcta cccccctccc tctgctttgt cccatgcccc tgtgttcctc aggtccccct 3240 
caccctgtgc tctgtcttta ctccaggaca tatccctggg cagccagtca ccccgcactg 3300 
ggtcctggat ggacaaccct ggcgcaccgt cagcctggag gagccggtca gtgccatgtc 3360 
tccccgccct ccacaggggc cctgaacctc ccagcccttt tgtctctccc tacattacag 3420 
cttctagttt tgctggggtc cccagaacca ccaagtcact actcctatag gcccctgcct 3480 
cccctgcccc tcaagtgggc agaagaaggc actggggttt ggacatctgg atctcgtgag 3540 
cccgcacaca tggaagtcat ttcagctttc tccaccccac ctccctcttt ccctccctcc 3600 
ctggatgatc tgggccaccc ccacccccac caggcagaaa tgggtccaga gtttgtgggt 3660 
cctgaagctt ttcaggagcc tctaaaaaaa aaaaaaaaaa aaaaagcacc aaaaagaaaa 3720 
ccttttgcaa agttgaccag aacatgtgac cctgtggaca cactgctgtc cctctcaggg 3780 
ccctgccacg aaggcctgaa ccttcagcct cactggctcc tgtggaatcc acttctggta 3840 
tggggggggc agtggtcact ctcctgatgt cccccagatg taagaccacc ccatgtgctt 3900 
cttctgcagg acgctctgcc ccagcctctt cccaatcccg ctcttcacac gcttccagaa 3960 
taaccatgcc ccatctgttt gtgccataat atctgtgctg caaactaaga gggcagtagc 4020 
cttgatatgc tcattttaca gaggggcaaa cggaagccca gagagcttgg ggaaattgtc 4080 
catggtcaca cagctcttta ggctgggagc ctgagaccca ctaaggtctg aacgatttta 4140 
aaccattggc tacacccctg cccctcctag agagccctct ttgtttggaa ttttcagccc 4200 
tactgtccaa atccagcaag agggaaggca ggggagcatt gccatgaagg ctgagaggcc 4260 
cccagagacc cagcagctcc caacccaggg ccctcactgg gatcccctag gcccataagg 4320 
cccccattcc actggtcaag cacggcactg gcctgagctt tgagattgcc ctccccatcc 4380 
ccaggagggg aaggctggac acacactggg gtcactctgc ctctgggcct ccctgtctgt 4440 
ctggcctggg ctgtgaccaa gaggagagcc ccaaaggggc tctgcttccc ccaccggtgg 4500 
gcccctgccc ccaggaagcc tgccaagatg gtacagaaga aagagtagag gctaggtatc 4560 
ccctccaaaa ggcaggaaac actcacattt caagatgagg ggtatatatc aaggggcagg 4620 
gtaccaggag ggcaagagta aagatagcag gggctgcaga ggaacaggga cctcgagtat 4680 
ggcctttttc ccggtgcaga cctttcccca ataaagcaag tggcattcca gcctcatgag 4740 
ctcatgctgg aggccttgtg gggcctgtgg ccagggaggc aaggaccatc tgctccccac 4800 
ttgcgaagga agaactccct ccaaagactc tgagaccctt ggacagggcc ccaggccagt 4860 
gcatttttgg agaaaaggag tcgggggtta aacattccga aggcgcagca gcctcccagg 4920 
aagctcctgg gccggctcca actctgggcc cccagccagg ctgagtggac aagggggaag 4980 
tggggtgttc ccacagggtg ggagacgcca agagggtggg ggaaggagag agggctggcc 5040 
gtccaagcca gcctcctgac acctagctga gagccagtgt gctctcttgg ctggaatggc 5100 
gtccatgttt acttcgtggg tccagtgaag caggtgtcgg agccggaggg acgggggctg 5160 
ctggaggccc aggaaaactt tggaagaggg agcagtttgc caaaattgga agtggaggag 5220 
tcaaatttga attctatagg aaatgagcag cagctcattt ggaaccaagc ctcaggtagc 5280 
agaggctctg aggaggccct gaccatggct acccgatgcc cccataatgt cctcagcacc 5340 
cctctgtctt cccctgcttt tgatgcccct tctgggcatg aaagaagagg gcggggccag 5400 
gggaggggca cctttctggg acctctggtc tctagggagg atgctggtgt gcctggcagg 5460 
ctgtgccaac gcccttccaa gtggctgttg tcaggactgc aaacatcctg agtttgggaa 5520 
catctttgta tgttctcacc tcctccacgc cctccatagt atgtgggggg tcctgctgac 5580 
tccccagccc acgttctccc caagaacttc ctccccagcc ggctccacag gccacctact 5640 
ccctggcagg caggaggcct ggaggccacc atctcagctc cacactcttt cttgcccagg 5700 
tctcgaagcc agacatgggg ctggtggccc tggaggctga aggccaggag ctcctgcttg 5760 
agctggagaa gaaccagtga gtgccaggct ggggtagggc tgggaggagg ggatcagtgt 5820 
tggggggcag ggactgacac agatctgtgc gggtggctgg atgggcagag gaccccagag 5880 
agggtgcaga tgacagggag agtcacgcag gcctgtggtt ggctccctgg aggctgaaga 5940 
ggaccgctga ggctgtcagc cccgctgtgg ggcacctccg ccctcccaac cccaggagcg 6000 
gcttgttagc tccctgctgg cgatgagtga gcaccaccta gtggacattt gcaagatatg 6060 
ctgagtctaa agaaatccta gagggaaaag atgagccggc accccaggct aagggaatgg 6120 
cagggaccaa gatgcggtgg ctttgggagg ccgaggcggg cggctcacct gaggtcagga 6180 
gtttgagacc agccttgcca acatggtgaa accccgtctc tactaaaaat acaaaaaatt 6240 
agccaggcgt ggtggcggcg cctgtaatcc cagctactta gggggctgag acgggagaat 6300 
cgcttgaacc ccggaggtag aggttgtggt gagccaagat cacaccactg caccactccg 6360 
gcctgggcaa agagtgagac tccgtctcaa aaaaagagaa aaaaaagaaa aagaaaaaaa 6420 
aaaagaaaga aaagaaaaaa gaaaaagatg cagtggctac acttgggggc agcagtttgt 6480 
ctgacctgcc tggaaggtct ccatctacag ggaggggagc aggggggaat gaatttggag 6540 
agtcccagga gggccagatc acagaaggcc attttggtgc tcagtgtcct ggaccatcca 6600 
gagccaaaga ttttgagctg gggaagggac aggcagacct gtgctcagga aggtgccttg 6660 
ggctgggtgg ggtgggtgtc cgggctggag cgcaggctct taaaaccacc cagattatgt 6720 
tatcagtata tatcacctac tgagtgcttg accgcaggcg ctgttctgag cacttgacac 6780 
gtattttatt ctccctcgtg gagtcggatg gacagggaac aaactctagt tccactgtgc 6840 
ccaaccatat tttcccgacg tccctaccct ttcaatgggg tggtcacatc acctacctcc 6900 
tagggtggcg ggtgtgtgtg gggcaggggt agggggcaga gctggggcag gtggtggaat 6960 
gcctgggagg ggggaagcag ccatcattag cgggtggtct ggaggtaatg aggccaaggt 7020 
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gaggttgggt taaggatttt ctttaaagaa gacagattga cttatgattg atccatccgt 7080 
gtgggaaaga tcctgttgag atggagcctg aagatggaat cattaccgga gtgggtgtgg 7140 
agaaggcagg gagggtggaa gcagcgtggg caggtggcga ttctgttttc tctggaggca 7200 
gggggtgagc atcaatcact gaaggacagg tgggaggtat gtggggtcta gaagtctgag 7260 
gaaaatattt caaggatcta gggcaggtgg gggcaagagg gtcgaccaga tgcccaacaa 7320 
aggagggcag caggcagggg aactggggga ggtcaccgca tttccccaac tccaagtccc 7380 
attcttcggc agtgtctcct gactcctccc ctcccgatcc tgtggatcct gctgcctgct 7440 
gcaggtcccc tgggaaccac aaactcttcc cctattccca ctcctccccg gcgtcctccc 7500 
tggtgcttcc catattcaca tctcccacaa ctaagccatc accaaggctc cttcctctag 7560 
ccccaagagt ttctgatctg agcaagtcac cattgctcct gtcccttccc taagacacac 7620 
tgtgagtgtc tcactcataa agctgctcca ttagcattta gggaggaagg ctgggagaca 7680 
tcctggagga ggcaggagga agctgaattc agtgttccct gtaacacccc ctctcagcag 7740 
gctgctggcc ccaggataca tagaaaccca ctacggccca gatgggcagc cagtggtgct 7800 
ggcccccaac cacacggtga gatgcttcca tgggctctgg gatgcaccgc cagaggtacc 7860 
cccccaccat tcctacccct actcctcctt gcattcctaa ggggcggttg gagccagccc 7920 
ctaccacacc ctccctcttg cccctcttgc tccagccctg gctgagattt ggggctggcc 7980 
ccttcctccc taggatcatt gccactacca agggcgagta aggggcttcc ccgactcctg 8040 
ggtagtcctc tgcacctgct ctgggatgag gtgagctctg ggagaggagg ctgggcctgg 8100 
gatggggaaa gagctccctc acacccgctc ctacccctct gcaccctagt ggcctgatca 8160 
ccctcagcag gaatgccagc tattatctgc gtccctggcc accccggggc tccaaggact 8220 
tctcaaccca cgagatcttt cggatggagc agctgctcac ctggaaagga acctgtggcc 8280 
acagggatcc tgggaacaaa gcgggcatga ccagccttcc tggtggtccc cagagcaggg 8340 
tcaggggcat cgatcggatg ggagtgggaa tgctgtatct atagccctcc aaatcagaag 8400 
agacaggaat tcacaggcct cgagtcccag tatttttatt gaagtctgaa gaaacaagtt 8460 
ccagaaaaca tgttaaactt ccttctggga gctggggttg ggggtcaggg ctcaagccca 8520 
gcagcttcca ctcagggtcc ccatttgcac ctccgcaggg caggcgagaa gcgcgcagga 8580 
cccggaagta cctggaactg tacattgtgg cagaccacac cctggtgagg agagacccca 8640 
ggggttggcg gggtcaggga tggggccagc tcagcccctc aagccaccgg gatttctgcc 8700 
ttcccagttc ttgactcggc accgaaactt gaaccacacc aaacagcgtc tcctggaagt 8760 
cgccaactac gtggaccagg ttgggggcgg cggggagaga gcggtgatgg gggtggcggc 8820 
ggcaggacag gcaggtgctg gtggggtttg gggaagagga agggcgcccc acgaaggacc 8880 
accggcgcga tggggcgccc tgtcccggct tcagccccgc ctcgccctca gcttctcagg 8940 
actctggaca ttcaggtggc gctgaccggc ctggaggtgt ggaccgagcg ggaccgcagc 9000 
cgcgtcacgc aggacgccaa cgccacgctc tgggccttcc tgcagtggcg ccgggggctg 9060 
tgggcgcagc ggccccacga ctccgcgcag ctgctcacgt gggtgcctct gacccggacg 9120 
cgggtcccgg gtggggcggc ctcacctccc ggccccgcct ggtcacgccg cgctccgccc 9180 
ccaggggccg cgccttccag ggcgccacag tgggcctggc gcccgtcgag ggcatgtgcc 9240 
gcgccgagag ctcgggaggc gtgagcacgg tgagccccgc gggcgggggc gagggagaga 9300 
caggaggctc tacggccgca gtgaccgccc tcccacggcc ccccaggacc actcggagct 9360 
ccccatcggc gccgcagcca ccatggccca tgagatcggc cacagcctcg gcctcagcca 9420 
cgaccccgac ggctgctgcg tggaggctgc ggccgagtcc ggaggctgcg tcatggctgc 9480 
ggccaccggg tacgcgggtg gggggtcggg gctgcggcgg ggcggctagt cctggggact 9540 
tcctccgctg cgtttctttg gtcgtccctc agtttcctct tctgtaaaat ggggataatg 9600 
atcatagtgt ccgcttcagg gtggtttatg aggcttaaag ggaagaagct caggcaaagt 9660 
ggattctcaa cggtatgaag attattttcc gagtaacctg gcgaggttac tcctacaccg 9720 
ggaggagcac cgtcgggtcg cgattccacc ttgggtcccg ggctgctcac tattggggcc 9780 
gcatcgtccc ctgtcccgct tgttgtgtga ctttgcgcgg gttacttccc ctctctgggc 9840 
tctgcgcgtc tggcggctgt agccaagccc aggggtgggg atcagagaag cgcgggggtt 9900 
gggggactgt ccctccatgc ccaatgccct ccccgtgccg gtaggcaccc gtttccgcgc 9960 
gtgttcagcg cctgcagccg ccgccagctg cgcgccttct tccgcaaggg gggcggcgct 10020 
tgcctctcca atgccccgga ccccggactc ccggtgccgc cggcgctctg cgggaacggc 10080 
ttcgtggaag cgggcgagga gtgtgactgc ggccctggcc aggttaagtc ggctcgcccg 10140 
gcccccactt gccctctccg ctcaggtctg gggcgctgcg ccctcacctg ggcccttctt 10200 
gcctttctgg tcccaggagt gccgcgacct ctgctgcttt gctcacaact gctcgctgcg 10260 
cccgggggcc cagtgcgccc acggggactg ctgcgtgcgc tgcctggtga gggcatggaa 10320 
ggttcagggt gagggtttcg gggagcttgg gagccggcct gttggcctta gttaattggt 10380 
gccctcaggt tcccccgttg ggtgctgggc ttgggtaggc ctggctcccc cagctccgag 10440 
ccgcgctctc ggcatggacc tctcactgca cgtggcctct ctctgccttc cccaccaccc 10500 
gtcacctgcg cagctgaagc cggctggagc gctgtgccgc caggccatgg gtgactgtga 10560 
cctccctgag ttttgcacgg gcacctcctc ccactgtccc ccagacgttt acctactgga 10620 
cggctcaccc tgtgccaggg gcagtggcta ctgctgggat ggcgcatgtc ccacgctgga 10680 
gcagcagtgc cagcagctct gggggcctgg tgagaggaca cgagcaccct tgcaccctgc 10740 
cccccatcct ctggtggggc cagttttcta ctgtggggaa gatgggcagg ggaaactgag 10800 
gcccgctgag cgcagcccct ctccgagctg cccccagcct ggcccatgct tcctcaggct 10860 
cccacccagc tcccgaggcc tgtttccagg tggtgaactc tgcgggagat gctcatggaa 10920 
actgcggcca ggacagcgag ggccacttcc tgccctgtgc agggaggtag ggagtggagc 10980 
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tgagtggagg gagcagaagc tatggagtgg gtttggggaa ggggggtact gcagctgttg 11040 
acccccctct acttcctccc cagggatgcc ctgtgtggga agctgcagtg ccagggtgga 11100 
aagcccagcc tgctcgcacc gcacatggtg ccagtggact ctaccgttca cctagatggc 11160 
caggaagtga cttgtcgggg agccttggca ctccccagtg cccagctgga cctgcttggc 11220 
ctgggcctgg tagagccagg cacccagtgt ggacctagaa tggtgagctc tgcccacccg 11280 
acccctcctt gccgtttgaa tcccgcaggc cagtgtcccc ctcactgcct ggtgcactgc 11340 
ccgtaggtgt gccagagcag gcgctgcagg aagaatgcct tccaggagct tcagcgctgc 11400 
ctgactgcct gccacagcca cggggtgaga gcccgaggag tgggggtgac cttggggttc 11460 
ctaatcctac gtgaccctcc tcttctcttc tctgcaggtt tgcaatagca accataactg 11520 
ccactgtgct ccaggctggg ctccaccctt ctgtgacaag ccaggctttg gtggcagcat 11580 
ggacagtggc cctgtgcagg ctgaaagtat gccagtgggg ggcatgtggg caggagctgg 11640 
ggtggtgcac ctgctcagga ctcagcgccc cttcccccaa tccccgcaga ccatgacacc 11700 
ttcctgctgg ccatgctcct cagcgtcctg ctgcctctgc tcccaggggc cggcctggcc 11760 
tggtgttgct accgactccc aggagcccat ctgcagcgat gcagctgggg ctgcagaagg 11820 
gaccctgcgt gcagtgggta ggctccgagc gcctgcttcc tgagcctact cctgcggttc 11880 
ccctcctcag agctctgctg gggctgtggg agctggggca ggccctcagc cttgccccca 11940 
ggtgcagaga gcagccccag aggccatgga aagaagtagc tttgaacagg aggttccagt 12000 
ggcctcccag tcaagcgagg gggtggatcc ctgccccacc accagcaccg caaggcatgg 12060 
ccctctacct cccagtacag ctcctcttgt ccactctcct gcttctccca ccagctggct 12120 
gcctcaccct tgacttcgcc ctgtttttcc ctggctcaga ttgcagtccc tgtaccatgc 12180 
tgcccccgga ggcctgtcca gcctctgtct caccagtttt cggccctttg ccacttcctc 12240 
tgcacaaatc acctctgtca cccccttgaa gttcccaaat gctgggccca gcacatcttt 12300 
tcactccata ccactggtca gctgcggtgc tggctgcccc tgtgccaggg ccctgcctta 12360 
acccagttct ctgtgacctg ggtggtggcg gagtggggag tcacataata ctaagcatgg 12420 
ctgtcctagg actcaccctg caccagggcc ctaggcaggg caggcactct gtggccatgt 12480 
ctgacatagc ctggtcttgg gagtgctccg ggcaagccaa gggagatggc atgatttggg 12540 
ccagagatgg gggcagaggg cataacagac aggggcaggg caccacctgg gccccgggtg 12600 
gcagctaaga ggaccctgac aaagcgagtt gtgattgagg gtctgtgggc agaggagcaa 12660 
ggtggccaga gcctggcgtg tcagcacgga gggggcgctg cagagggtgg cggctgcttc 12720 
tcatccccag gcgggagtct cagggcaggg gagaatgttt tgaaggaaca tcacaggaaa 12780 
tgacaaggcc ttgggggatg ggatggggac agtcaaagat ggcttggaat catcaagggc 12840 
agcagggcac ccaggggcaa ggagagcaga catagctgcc gaaggggcgg acatccaagg 12900 
ttctttggaa gctgagcgat gccagcatct ggagagtgcc aggctgctgg gtggtgtcag 12960 
agcctggagg aaatgttagg actagagaga ggaggtgcca gccgagggca tgaggctcac 13020 
ttggagcctg gatcccaagg ctcccctgaa gagggagcag gaagggagct gagagggtga 13080 
cttggagcag atgggtgccc caagaaactc agtaaacgca gaactccctg ggctggacac 13140 
catgctgcgg ggaggcaata acccactcag gatcactgtg ccaacctcct ggactcttat 13200 
cacgttgctc agccccaaag atggcccaca cagggaccac cccctgggcg gcgttcaccc 13260 
catggagttg ggccccacag ccactggaca gccctggccc ctgggtgagt gaggcaccag 13320 
ggggaggtgg agagggaagg gagaagggaa gggctcatgc ctcctgcctc cttccagatg 13380 
ggcagcaccc agtcaccttg agtcccctat gcccctcccc agccccaggg tctcctgctg 13440 
accatattca caacatttac cctccaccat ttctcccaga ccctgagaac tctcatgagc 13500 
ccagcagcca ccctgagaag cctctgccag cagtctcgcc tgacccccaa ggtaggcagg 13560 
gacctggatt caaagcctcc ccctctcatc gcccaccctc ccacctctcc cacccctcag 13620 
tttgctgccc cctaatcagg tttctgggct caggttatta tggaaatgag tttatgacct 13680 
cttggttatc atggagacca ggatgctgga agcccctggg ctggggaggg agaagctgtg 13740 
gcttttcctg gatcactggt cctcactgag tgaggatggg ctctctgcca cacagcttgc 13800 
agcctggggc cccagtcctt aggggacaac atatcctcct cattctcagc agatcaagtc 13860 
cagatgccaa gatcctgcct ctggtgagag gtagctccta aaatgaacag atttaaagac 13920 
aggtggccac tgacagccac tccaggaact tgaactgcag gggcagagcc agtgaatcac 13980 
cggacctcca gcacctgcag gcagcttgga agtttcttcc ccgagtggag cttcgaccca 14040 
cccactccag gaacccagag ccacactaga agttcctgag ggctggagaa cactgctggg 14100 
cacactctcc agctcaataa accatcagtc ccagaagcaa aggtcacaca gcccctgacc 14160 
tccctcacca gtggaggctg ggtagtgctg gccatcccaa aagggctctg tcctgggagt 14220 
ctggtgtgtc tcctacatgc aatttccacg gacccagctc tgtggagggc atgactgctg 14280 
gccagaagct agtggtcctg gggccctatg gttcgactga gtccacactc ccctggagcc 14340 
tggctggcct ctgcaaacaa acataatttt ggggaccttc cttcctgttt cttcccaccc 14400 
tgtcttctcc cctaggtggt tcctgagccc ccacccccaa tcccagtgct acacctgagg 14460 
ttctggagct cagaatctga cagcctctcc cccattctgt gtgtgtcggg gggacagagg 14520 
gaaccattta agaaaagata ccaaagtaga agtcaaaaga aagacatgtt ggctataggc 14580 
gtggtggctc atgcctataa tcccagcact ttgggaagct ggggtaggag gatcaccaga 14640 
ggccaggagg tccacaccag cctgggcaac acagcaagac accgcatcta cagaaaaatt 14700 
ttaaaattag ctgggcgtgg tggtgtgtac ctgtaggcct agctgctcag gaggctgaag 14760 
caggaggatc acttgagcct gagttcaaca ctgcagtgag ctatggtggc accactgcac 14820 
tccagcctgg gtgacagagc aagaccctgt ctctaaaata aattttaaaa agacatatta 14880 
cacttggacc ttggttagtc ttttctgtat gtaaattcaa cccatggggt gccctgagga 14940 
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new sequence listing.txt 
ccacacgggg tggtggttgg cggggtggtg gttggtgggg tggtggctga cggggtggtg 15000 
gctggcaggc cgagcctaga tggcagccag agccccaggc atgtgtctgg gcacaggacg 15060 
gtgttgccta gtttgaacac cctctttgct ctgtcactcc tgcctccctt gggcgttcac 15120 
attctcccat tgcttcatgc aagagctgct gagtggccta tatcagccag ctgttgccgc 15180 
ataacaaaac catcccaaaa ctgagtgcag ggaggcaact tcacctcggg ctccactcca 15240 
caagcccaag gggccaggtg agagtgctct ctaaagcccc ctcctgcctc agttgtagtt 15300 
gcaaaatttt aatttatgaa ggtgactgat gacacagagg ccaatgctgt tgaaataagt 15360 
tattactcac agtttcccac catgcagggc cacagtgggg aggcactagg tttggtccag 15420 
ggacagaatc aggagcgagt ggaaggcaca ggccacagcc cacagtgccg tttccactgg 15480 
ggaggcaagg caggccaggg gaagagggta ggattggcat tttgaatcat tctggtgggg 15540 
tttggggcgt ggggttgggc tctaattgtc tgggtaggtg cctggccctg agctggttta 15600 
gggcagggga aatactggtt tcgtatgtga gagttccttg aagggggtgg ttggtgtatg 15660 
gactcaagac tggtcggttt gcatatgaaa ggcatgagtt gtttctgatc tccaggaatc 15720 
aagcagtttc tctccagcca acaagccccc accccgagat gttaaaccat cataaaatag 15780 
agaatctaag gccaggcatg gtggctcacg cctgtaatcc cagcactttg ggaggccaag 15840 
gcgggaggat catttgaggt cagaagttcg agaccagcct ggccaatgtg gtgaaacccc 15900 
atctctacta aaaatacaaa aattagcccg gtgtggtggc acgtgcctat aatcccagct 15960 
actcgggagg ctgcggcagg agaattgttt gaacatggga ggtggaggtt gcagtgagct 16020 
gagatcgtgc cactgcactc cagcctgggc aacaagagca agactccgtc tcaaaaaaaa 16080 
aaaaaaaaaa aagagagact ctaaaaatac acgttaatat acctcccccg ctcttaccct 16140 
tcaggagggg gtgtctagac cccgcgggac tccagctaca agggaccctg gggaggccaa 16200 
ctctgccctc ttggctaatc cccaagactg cccagcaccc cctccacccc ttctccattc 16260 
agtggcgaac cctggggagg ccacgtggga aggaaagagg gctctaagag gggaggcccc 16320 
agactggggg agaggcctgt ctggagccca ggatcacctg gctgtgctgc agaactggag 16380 
aagagaagct cagcagaaag gagctggcat ggggccaaca gcagaaaagc aggaggcacg 16440 
cagaagtgac tgggaagcag gagggtaggc atggaccctg aggctgagca ggaggtactg 16500 
aggggcagag tggacgctga gctgggggta gcgagcgagc ccagctcagc tgtgacgccc 16560 
tctgtttggc cacccaacta ccagctactt gggctgcccc gggaggaact gggcttcctc 16620 
tgacattctg tggcctgcgg ccatctgtca caccttcttc tctctctgcc cctcccttga 16680 
cttgtggcac ccacagacag gtgggagagt gtacctgccc tgtgtggtca gagcttggtt 16740 
ttgagtttcc ttccctcacc cctctttcct cccacacgcc aaaacacaag aggatgtgtc 16800 
agaggcctgt gaaccagagc aactccatcc tgaatagggg ctgagcaaaa taaggctgag 16860 
acctactggg ctgcgtttcc agacagttac agcattctgc gtcacaggat gagataggag 16920 
atacaggtca taaagacctt gctgataaaa tagtttgcag taggccaggc gcggtagctc 16980 
acgcctgtaa tcccagcact 17000 



<210> 8 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Overgo stSG24277 - Forward Primer 

<400> 8 

aactcttgaa atgagaagcg tg 22 



<210> 9 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Overgo stSG408 - Forward Primer 

<400> 9 

aatatcatgc accatgaccc ac 22 



<210> 10 

<211> 22 

<212> DNA 

<213> Artificial 
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new sequence listing.txt 

<220> 

<223> Overgo A005O05 - Forward Primer 
<400> 10 

tggagtaagt attgtaaact at 



<210> 11 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Overgo B849D17AL - Forward Primer 

<400> 11 

ggagcttatc ctggattatc ta 

<210> 12 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Overgo SN2 - Forward Primer 

<400> 12 

agagccacac atccatgtcc tg 



<210> 13 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Overgo AFMb026xh5 - Forward Primer 

<400> 13 

aagccactct gtgaattgcc at 



<210> 14 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Overgo SN1 - Forward Primer 

<400> 14 

gagtagtcgt agtaccagat gg 



<210> 15 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Overgo stsH22126 - Forward Primer 

<400> 15 

gtctggcaat ggagcatgaa aa 
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new sequence listing.txt 



<210> 16 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Overgo W14876 - Forward Primer 

<400> 16 

attagagcac atgaaggaaa gg 



<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Overgo stSG30448 - Forward Primer 

<400> 17 

acactgcttt gggggacagg ct 



<210> 18 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Overgo W118677 - Forward Primer 

<400> 18 

cacgacgcca cagagccagc tc 



<210> 19 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 19 



accaccacg gattcacgct tc 



<210> 20 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 20 

ataaccagat ggctgtgggt ca 



<210> 21 

<211> 22 

<212> DNA 

<213> Artificial 
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<220> 

<223> Primer 
<400> 21 

atccccgcaa tgaaatagtt ta 



<210> 22 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 22 

gttgagagcc cacttagata at 



<210> 23 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 23 

gcattggggg aagccaggac at 



<210> 24 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 24 

gccactagga ggcaatggca at 



<210> 25 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 25 

cgacggcatc acggccatct gg 



<210> 26 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 26 

tccaggctca ttcattttca tg 



new sequence listing.txt 
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new sequence listing.txt 

<210> 27 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 
<400> 27 

tgacatcaac ttctcctttc ct 22 



<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 28 

agttgcagag acctagcctg tc 



<210> 29 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 

<400> 29 

tctgggagag gacggagctg gc 



<210> 30 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> BAC vector pBACe3 . 6 primer 

<400> 30 

tgtaggacta tattgctc 



<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> BAC vector pBACe3 . 6 primer 

<400> 31 

cgacatttag gtgacact 



<210> 32 

<211> 15 

<212> DNA 

<213> Artificial 
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new sequence listing.txt 

<220> 

<223> Synthetic linker adapter 

<400> 32 

gtcttcacca cgggg 



<210> 33 

<211> 11 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic linker adapter 

<400> 33 

gtggtgaaga c 

<210> 34 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic linker - OLIGO 

<400> 34 

ctcgagaatt ctggatcctc 



<210> 35 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic linker - 

<400> 35 

ttgaggatcc agaattctcg ag 



<210> 36 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic linker - OLIGO 5 

<400> 36 

tgtatgcgaa ttcgctgcgc g 



<210> 37 

<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic linker - OLIGO 6 

<400> 37 

ttcgcgcagc gaattcgcat aca 
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new sequence listing.txt 

<210> 38 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic linker - OLIGO 9 

<400> 38 

cctacggaat tctcactcag c 21 



<211> 23 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic linker - OLIGO 10 

<400> 39 

ttgctgagtg agaattccgt agg 



<210> 40 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic linker • 

<400> 40 

gaatccgaat tcctggtcag c 



<210> 41 

<211> 23 

<212> DNA 

<213> Artificial 



<220> 

<223> Synthetic linker - OLIGO 12 
<400> 41 

ttgctgacca ggaattcgga ttc 



<210> 42 

<211> 32 

<212> DNA 

<213> Artificial 

<220> 

<223> Description of Combined DNA/RNA Molecule: Synthetic 
oligonucleotide 

<220> 

<223> Synthetic oligonucleotide - OLIGO 3 
<400> 42 

cuacuacuac uactcgagaa ttctggatcc tc 32 



<210> 43 
<211> 33 
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new sequence listing.txt 

<212> DNA 

<213> Artificial 



<220> 

<223> Description of Combined DNA/RNA Molecule: Synthetic 
oligonucleotide 

<220> 

<223> Synthetic oligonucleotide - OLIGO 5 
<400> 43 

cuacuacuac uatgtatgcg aattcgctgc gcg 33 



<210> 44 

<211> 33 

<212> DNA 

<213> Artificial 

<220> 

<223> Description of Combined DNA/RNA Molecule: Synthetic 
oligonucleotide 

<220> 

<223> Synthetic oligonucleotide - OLIGO 9 
<400> 44 

cuacuacuac uacctacgga attctcactc age 33 



<210> 45 

<211> 33 

<212> DNA 

<213> Artificial 

<220> 

<223> Description of Combined DNA/RNA Molecule: Synthetic 
oligonucleotide 

<220> 

<223> Synthetic oligonucleotide - OLIGO 11 
<400> 45 

cuacuacuac uagaatccga attcctggtc age 33 



<210> 46 

<211> 17 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic peptide - Conserved metalloprotease domain 
<400> 46 

Thr Met Ala His Glu lie Gly His Ser Leu Gly Leu Ser His Asp Pro 

15 10 15 

Asp 



<210> 
<211> 
<212> 
<213> 



<220> 

<223> Synthetic peptide - Disintegrin domain 
<400> 47 
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new sequence listing.txt 



Cys Cys Phe Ala His Asn Cys Ser Leu Arg Pro Gly Ala Gin Cys Ala 

1 5 10 15 

His Gly Asp Cys Cys Val Arg Cys Leu Leu Lys Pro Ala Gly Ala Leu 

20 25 30 

Cys Arg Gin Ala Met Gly Asp Cys Asp Leu Pro Glu Phe Cys Thr Gly 



Thr Ser Ser His Cys Pro Pro 
50 55 



<210> 48 

<211> 11 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic peptide - zinc metallopeptidase domain 

<400> 48 

Thr Met Ala His Glu He Gly His Ser Leu Gly 



<210> 49 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_A - Forward Primer 

<400> 49 



tcacagctat gggctggag 



<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_A - Forward Primer 

<400> 50 



ctgcctagag gccgagga 



<210> 51 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_B - Forward Primer 

<400> 51 



cccctgtgtt cctcaggtc 



<210> 52 
<211> 20 
<212> DNA 



new sequence listing.txt 



<213> 



Artificial 



<220> 
<223> 
<400> 



Gene 216 - Exon 216_C - Forward Primer 
52 



gctccacact ctttcttgcc 



20 



<210> 53 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_D - Forward Primer 

<400> 53 

aggcaggagg aagctgaat 19 



<210> 54 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_F - Forward Primer 

<400> 54 

cctacccctc tgcacccta 19 



<210> 55 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_G - Forward Primer 

<400> 55 

aacttccttc tgggagctgg 20 



<210> 56 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_H - Forward Primer 

<400> 56 

caagccaccg ggatttct 18 



<210> 57 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_H - Forward Primer 

<400> 57 



cacaccctgg tgaggagaga 
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new sequence listing.txt 



<210> 58 

<211> 16 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_I - Forward Primer 

<400> 58 

ccacgaagga ccaccg 



<210> 59 

<211> 17 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_J - Forward Primer 

<400> 59 

gtgggtgcct ctgaccc 



<210> 60 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_J - Forward Primer 

<400> 60 



cacgtgggtg cctctgac 



<210> 61 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_J - Forward Primer 

<400> 61 

ctcacgtggg tgcctctg 



<210> 62 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216 K - Forward Primer 



<400> 62 

agagacagga ggctctacgg 



<210> 63 

<211> 20 

<212> DNA 

<213> Artificial 



new sequence listing.txt 



<220> 

<223> Gene 216 - Exon 216_K - Forward Primer 
<400> 63 

agagacagga ggctctacgg 



<210> 64 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_K - Forward Primer 

<400> 64 



ctctacggcc gcagtgac 



<210> 65 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_L - Forward Primer 

<400> 65 

gtccctccat gcccaatg 



<210> 66 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_L - Forward Primer 

<400> 66 



caggttaagt cggctcgc 



<210> 67 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_M - Forward Primer 

<400> 67 



ctctctctgc cttccccac 



<210> 68 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_N - Forward Primer 

<400> 68 



tctactgtgg ggaagatggg 
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new sequence listing.txt 

<210> 69 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_0 - Forward Primer 

<400> 69 

cccctctact tcctcccca 19 



<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_P - Forward Primer 

<400> 70 

gaccttgggg ttcctaatcc 



<210> 71 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_Q - Forward Primer 

<400> 71 

gtgcacctgc tcaggactc 



<210> 72 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_Q - Forward Primer 

<400> 72 

gtgcacctgc tcaggactc 



<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_R - Forward Primer 

<400> 73 

cctggactct tatcacgttg c 



<210> 74 

<211> 20 

<212> DNA 

<213> Artificial 
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new sequence listing.txt 

<220> 

<223> Gene 216 - Exon 216_S - Forward Primer 
<400> 74 

ttaccctcca ccatttctcc 



<210> 75 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_T - Forward Primer 

<400> 75 



ttcctggatc actggtcctc 



<210> 76 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_A - Reverse Primer 

<400> 76 



gagctctgag cagaacccat 



<210> 77 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_A - Reverse Primer 

<4 0 0> 7 7 

agctctgagc agaacccatc 



<210> 78 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_B - Reverse Primer 

<400> 7 8 



agtgacttgg tggttctggg 



<210> 79 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_C - Reverse Primer 

<400> 79 

tgtcatctgc accctctctg 
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new sequence listing.txt 



<210> 80 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_D - Reverse Primer 

<400> 80 

aagagggagg gtgtggtagg 



<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_F - Reverse Primer 

<400> 81 



atacagcatt cccactccca 



<210> 82 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_G - Reverse Primer 

<400> 82 



gaaggcagaa atcccggt 



<210> 83 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_H - Reverse Primer 

<400> 83 

cccttcctct tccccaaac 



<210> 84 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_H - Reverse Primer 

<400> 84 



caccagcacc tgcctgtc 



<210> 85 

<211> 17 

<212> DNA 

<213> Artificial 
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new sequence listing.txt 

<220> 

<223> Gene 216 - Exon 216_I - Reverse Primer 
<400> 85 

gggtcagagg cacccac 



<210> 86 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_J - Reverse Primer 

<400> 86 



agagcctcct gtctctccct 



<210> 87 

<211> 17 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_J - Reverse Primer 

<400> 87 



gggtcagagg cacccac 



<210> 88 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_J - Reverse Primer 

<4 0 0> 8 8 



gccgtagagc ctcctgtct 



<210> 89 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_K - Reverse Primer 

<400> 89 

aagtccccag gactagccg 



<210> 90 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_K - Reverse Primer 

<400> 90 



gaaactgagg gacgaccaaa 
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new sequence listing.txt 



<210> 91 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_K - Reverse Primer 

<400> 91 

gacgaccaaa gaaacgcag 



<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_L - Reverse Primer 

<400> 92 

tgagcggaga gggcaagt 



<210> 93 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_L - Reverse Primer 

<400> 93 



aaaccctcac cctgaacctt 



<210> 94 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_M - Reverse Primer 

<400> 94 

aagggtgctc gtgtcctct 



<210> 95 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_N - Reverse Primer 

<400> 95 



ccactcagct ccactcccta 



<210> 96 

<211> 19 

<212> DNA 

<213> Artificial 
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<220> 

<223> Gene 216 - Exon 216_0 - Reverse Primer 
<400> 96 

ggattcaaac ggcaaggag 



<210> 97 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_P - Reverse Primer 

<400> 97 



gctgagtcct gagcaggtg 



<210> 98 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_Q - Reverse Primer 

<400> 98 



gcaggagtag gctcaggaag 



<210> 99 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_Q - Reverse Primer 

<400> 99 

gaaccgcagg agtaggctc 



<210> 100 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_R - Reverse Primer 

<400> 100 



atatggtcag caggagaccc 



<210> 101 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_S - Reverse Primer 

<400> 101 

gcatcctggt ctccatgata a 
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<210> 102 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon 216_T - Reverse Primer 

<400> 102 

cggtgattca ctggctctg 



<210> 103 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_A - forward Primer 

<400> 103 

cctctcagga gtagaggccc 



<210> 104 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_A - forward Primer 

<400> 104 

agcggttctc tcctcctctc 



<210> 105 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_A - forward Primer 

<400> 105 



gcacggattc cctcctcc 



<210> 106 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_D - forward Primer 

<400> 106 

tccctggtgc ttcccata 



<210> 107 

<211> 20 

<212> DNA 

<213> Artificial 
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<220> 

<223> Exon 216_F - forward Primer 
<400> 107 

ccactaccaa gggcgagtaa 



<210> 108 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_F - forward Primer 

<400> 108 



cctcttgccc ctcttgct 



<210> 109 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_H - forward Primer 

<400> 109 

ggcctcgagt cccagtattt 



<210> 110 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_J - forward Primer 

<400> 110 



tcgccctcag cttctcag 



<210> 111 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_K - forward Primer 

<400> 111 

tcacgtgggt gcctctga 



<210> 112 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_L - forward Primer 

<400> 112 

gggttacttc ccctctctgg 
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new sequence listing.txt 



<210> 113 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_L - forward Primer 

<400> 113 

cctgtcccgc ttgttgtgt 



<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_L - forward Primer 

<400> 114 



cgggctgctc actattgg 



<210> 115 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_L - forward Primer 

<400> 115 

gcgaggttac tcctacaccg 



<210> 116 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_0 - forward Primer 

<400> 116 



aggtggt gaactctgc 



<210> 117 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_Q - forward Primer 

<400> 117 

gaccttgggg ttcctaatcc 



<210> 118 

<211> 20 

<212> DNA 

<213> Artificial 
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<220> 

<223> Exon 216_R - forward Primer 
<400> 118 

agagggtgac ttggagcaga 



<210> 119 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_A - Reverse Primer 

<400> 119 

ccaagcacac ttgagcgtc 



<210> 120 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_A - Reverse Primer 

<400> 120 



agccatgccc tctgcttt 



<210> 121 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_A - Reverse Primer 

<400> 121 



agccatgccc tctgcttt 



<210> 122 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_D - Reverse Primer 

<400> 122 

gagggagctc tttcccca 



<210> 123 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_F - Reverse Primer 

<400> 123 

agttccaggt acttccgggt 
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<210> 124 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_F - Reverse Primer 

<400> 124 

aaccccagct cccagaag 



<210> 125 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_H - Reverse Primer 

<400> 125 

actgcaggaa ggcccagag 



<210> 126 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_J - Reverse Primer 

<400> 126 

tgagggacga ccaaagaaac 



<210> 127 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_K - Reverse Primer 

<400> 127 

caaagtcaca caacaagcgg 



<210> 128 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_L - Reverse Primer 

<400> 128 

gaacctgagg gcaccaatta 



<210> 129 

<211> 20 

<212> DNA 

<213> Artificial 
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<220> 

<223> Exon 216_L - Reverse Primer 
<400> 129 

acgtgcagtg agaggtccat 



<210> 130 

<211> 18 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_L - Reverse Primer 

<400> 130 



gagaggtcca tgccgaga 



<210> 131 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_L - Reverse Primer 

<400> 131 

aaggttcagg gtgagggttt 



<210> 132 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_0 - Reverse Primer 

<400> 132 

ctggagcaca gtggcagtta 



<210> 133 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_Q - Reverse Primer 

<400> 133 



tgtactggga ggtagagggc 



<210> 134 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Exon 216_R - Reverse Primer 

<400> 134 

ccagaaacct gattaggggg 



Page 46 



new sequence listing.txt 



<210> 135 

<211> 40 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron D - Single Nucleotide polymorphism 

primer sequence 
<400> 135 

gtgcttccca tattcacatc tcccacaact aagccatcac 



<210> 136 

<211> 40 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron D - Single Nucleotide polymorphism 

primer sequence 
<400> 136 

gtgcttccca tattcacacc tcccacaact aagccatcac 



<210> 137 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron D - Single Nucleotide polymorphism 

primer sequence 
<400> 137 

aactaagcca tcaccaaggc tccttcctct agccccaag 



<210> 138 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron D - Single Nucleotide polymorphism 

primer sequence 
<400> 138 

aactaagcca tcaccaagcc tccttcctct agccccaag 



<210> 139 

<211> 39 

<212> DNA 

<213> Artificial 



<223> Gene 216 - Intron D - Single Nucleotide polymorphism 

primer sequence 
<400> 139 

ggatacatag aaacccacta cggcccagat gggcagcca 
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<210> 140 
<211> 39 
<212> DNA 
<213> Artificial 

<220> 

<223> Gene 216 - Intron D - Single Nucleotide polymorphism 

primer sequence 
<400> 140 

ggatacatag aaacccacca cggcccagat gggcagcca 



<210> 141 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon F - Single Nucleotide polymorphism 

primer sequence 
<400> 141 

ctgctcacct ggaaaggaac ctgtggccac agggatcct 



<210> 142 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon F - Single Nucleotide polymorphism 

<400> 

ctgctcacct ggaaaggagc ctgtggccac agggatcct 



<210> 143 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron F - Single Nucleotide polymorphism 

primer sequence 
<400> 143 

ctccaaatca gaagagacag gaattcacag gcctcgagt 



<210> 144 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron F - Single Nucleotide polymorphism 

primer sequence 
<400> 144 

ctccaaatca gaagagacgg gaattcacag gcctcgagt 
<210> 145 



new sequence listing.txt 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron I - Single Nucleotide polymorphism 

primer sequence 
<400> 145 

cctgcagtgg cgccgggggc tgtgggcgca gcggcccca 



<210> 146 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron I - Single Nucleotide polymorphism 



cctgcagtgg cgccggggac tgtgggcgca gcggcccca 



<210> 147 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron L - Single Nucleotide polymorphism 

primer sequence 
<400> 147 

ccctctctgg gctctgcgcg tctggcggct gtagccaag 



<210> 148 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron L - Single Nucleotide polymorphism 



ccctctctgg gctctgcgca tctggcggct gtagccaag 



<210> 149 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron L - Single Nucleotide polymorphism 

primer sequence 
<400> 149 

gagaagcgcg ggggttgggg gactgtccct ccatgccca 



<210> 150 
<211> 39 



new sequence listing.txt 

<212> DNA 

<213> Artificial 



<223> Gene 216 - Intron L - Single Nucleotide polymorphism 

primer sequence 
<400> 150 

gagaagcgcg ggggttggag gactgtccct ccatgccca 



<210> 151 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon L - Single Nucleotide polymorphism 

primer sequence 
<400> 151 

agccgccgcc agctgcgcgc cttcttccgc aaggggggc 



<210> 152 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon L - Single Nucleotide polymorphism 



agccgccgcc agctgcgcgt cttcttccgc aaggggggc 



<210> 153 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron L - Single Nucleotide polymorphism 

primer sequence 
<400> 153 

gttcagggtg agggtttcgg ggagcttggg agccggcct 



<210> 154 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron L - Single Nucleotide polymorphis 

primer sequence 
<400> 154 

gttcagggtg agggtttcgt ggagcttggg agccggcct 



<210> 155 
<211> 40 
<212> DNA 



new sequence listing.txt 

<213> Artificial 



<220> 

<223> Gene 216 - Intron 0 - Single Nucleotide polymorphism 

primer sequence 
<400> 155 

tgagctctgc ccacccgacc cctccttgcc gtttgaatcc 



<210> 156 

<211> 40 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron 0 - Single Nucleotide polymorphism 

primer sequence 
<400> 156 

tgagctctgc ccacccgact cctccttgcc gtttgaatcc 



<210> 157 

<211> 40 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon Q - Single Nucleotide polymorphism 

primer seguence 
<400> 157 

gctggccatg ctcctcagcg tcctgctgcc tctgctccca 



<211> 40 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon Q - Single Nucleotide polymorphism 

<400> 158 

gctggccatg ctcctcagca tcctgctgcc tctgctccca 



<210> 159 

<211> 40 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon Q - Single Nucleotide polymorphism 

primer sequence 

<400> 159 



tcctgctgcc tctgctccca ggggccggcc tggcctggtg 



<210> 160 

<211> 40 

<212> DNA 

<213> Artificial 



new sequence listing.txt 



<220> 

<223> Gene 216 - Exon Q - Single Nucleotide polymorphism 

primer sequence 
<400> 160 

tcctgctgcc tctgctccca ggcgccggcc tggcctggtg 



<210> 161 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron Q - Single Nucleotide polymorphism 



gtggcctccc agtcaagcga gggggtggat ccctgcccc 



<210> 162 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron Q - Single Nucleotide polymorphism 

primer sequence 
<400> 162 

gtggcctccc agtcaagcgt gggggtggat ccctgcccc 



<210> 163 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon R - Single Nucleotide polymorphism 



ctgggcggcg ttcaccccat ggagttgggc cccacagcc 



<210> 164 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon R - Single Nucleotide polymorphism 

primer sequence 
<400> 164 

ctgggcggcg ttcaccccac ggagttgggc cccacagcc 



<210> 165 

<211> 39 

<212> DNA 

<213> Artificial 
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<220> 

<223> Gene 216 - Exon R - Single Nucleotide polymorphism 

primer sequence 
<400> 165 

agttgggccc cacagccact ggacagccct ggcccctgg 



<210> 166 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Exon R - Single Nucleotide polymorphism 

primer sequence 
<400> 166 

agttgggccc cacagccact ggacagtcct ggcccctgg 



<210> 167 

<211> 40 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron R - Single Nucleotide polymorphism 

primer sequence 
<400> 167 

gggctcatgc ctcctgcctc cttccagatg ggcagcaccc 



<210> 168 

<211> 40 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron R - Single Nucleotide polymorphism 

primer sequence 
<400> 168 

gggctcatgc ctcctgcctt cttccagatg ggcagcaccc 



<210> 169 

<211> 40 

<212> DNA 

<213> Artificial 

<220> 

<223> Gene 216 - Intron R - Single Nucleotide polymorphism 

primer sequence 
<400> 169 

tatgcccctc cccagcccca gggtctcctg ctgaccatat 



<210> 170 

<211> 40 

<212> DNA 

<213> Artificial 

<220> 



new sequence listing.txt 
<223> Gene 216 - Intron R - Single Nucleotide polymorphism 

primer sequence 
<400> 170 

tatgcccctc cccagcccca ggggctcctg ctgaccatat 



<210> 171 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Homo sapiens Haplotype Polypeptide Sequence 

<400> 171 

Pro Met lie Ser Tyr 
1 5 



<210> 172 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Homo sapiens Haplotype Polypeptide Sequence 

<400> 172 

Ser Thr lie Ser Tyr 
1 5 



<210> 173 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Homo sapiens Haplotype Polypeptide Sequence 

<400> 173 

Pro Met Val Ser Tyr 
1 5 



<210> 174 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Homo sapiens Haplotype Polypeptide Sequence 

<400> 174 

Pro Met lie Asn Tyr 
1 5 



<210> 175 
<211> 5 
<212> PRT 



Page 54 



new sequence listing.txt 

<213> Artificial 



<220> 

<223> Homo sapiens Haplotype Polypeptide Sequence 

<400> 175 

Pro Thr Val Ser Tyr 
1 5 



<210> 176 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Homo sapiens Haplotype Polypeptide Sequence 

<400> 176 

Ser Met lie Ser Tyr 
1 5 



<210> 177 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Homo sapiens Haplotype Polypeptide Sequence 

<400> 177 

Ser Met Val Ser Tyr 
1 5 



<210> 178 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Homo sapiens Haplotype Polypeptide Sequence 

<400> 178 

Pro Met lie Ser His 
1 5 



<210> 179 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Homo sapiens Haplotype Polypeptide Sequence 

<400> 179 

Ser Thr Val Ser Tyr 
1 5 
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new sequence listing.txt 



<210> 180 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Homo sapiens Haplotype Polypeptide Sequence 

<400> 180 

Pro Thr lie Ser Tyr 
1 5 



<210> 181 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Homo sapiens Haplotype Polypeptide Sequence 

<400> 181 

Pro Met Val Asn Tyr 
1 5 



<210> 182 

<211> 5 

<212> PRT 

<213> Artificial 

<220> 

<223> Homo sapiens Haplotype Polypeptide Sequence 

<400> 182 

Ser Thr lie Asn Tyr 
1 5 



<210> 183 

<211> 14 

<212> DNA 

<213> Artificial 

<220> 

<223> Overgo stSG24277 - Reverse Primer 

<400> 183 
cggattcacg cttc 



<210> 184 

<211> 14 

<212> DNA 

<213> Artificial 

<220> 

<223> Overgo stSG408 - Reverse Primer 

<400> 184 
atggctgtgg gtca 
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<210> 185 

<211> 14 

<212> DNA 

<213> Artificial 



<220> 

<223> Overgo A005O05 - Reverse Primer 
<400> 185 

aatgaaatag ttta 14 



<210> 186 

<211> 14 

<212> DNA 

<213> Artificial 



<220> 

<223> Overgo B849D17AL - Reverse Primer 
<400> 186 

cccacttaga taat 14 



<210> 187 

<211> 15 

<212> DNA 

<213> Artificial 



<220> 

<223> Overgo SN2 - Reverse Primer 
<400> 187 

gggaagccag gacat 15 



<210> 188 

<211> 14 

<212> DNA 

<213> Artificial 

<220> 

<223> Overgo AFMb026xh5 - Reverse Primer 

<400> 188 
gaggcaatgg caat 



<210> 189 

<211> 15 

<212> DNA 

<213> Artificial 



<220> 

<223> Overgo SN1 - Reverse Primer 
<400> 189 

atcacggcca tctgg 15 



<210> 190 

<211> 15 

<212> DNA 

<213> Artificial 
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Overgo stsH22126 - Reverse Primer 



<400> 190 
tcattcattt tcatg 



<210> 191 

<211> 14 

<212> DNA 

<213> Artificial 

<220> 

<223> Overgo W14876 - Reverse Primer 

<400> 191 
acttctcctt tcct 



<210> 192 

<211> 14 

<212> DNA 

<213> Artificial 

<220> 

<223> Overgo stSG30448 - Reverse Primer 



<400> 192 
agacctagcc tgtc 



<210> 193 

<211> 13 

<212> DNA 

<213> Artificial 

<220> 

<223> Overgo W118677 - Reverse Primer 

<400> 193 
ggacggagct ggc 
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